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Abstract
Studies on equine Actinobacillus spp. found in the normal flora of the oral cavity of the
horse, as well as isolates from clinical cases, are summarised in this thesis.
The major disease caused by equine Actinobacillus spp. is septicaemia in foals. In adult
horses, respiratory infections can be seen, but various other opportunistic infections are
also associated with these bacteria. The taxonomic status of equine actinobacilli is still
uncertain, and future revisions can be expected.
The prevalence of Actinobacillus spp. in the normal flora of the oral cavity of healthy
horses was found to be high but varied substantially over time, and most horses were
carriers. The bacterial population was complex with a large number of different strains
present at the same time. No overall phylogenetic differences could be detected by
ribotyping or biochemical fingerprinting of isolates from clinical cases and isolates
obtained from healthy horses. So far, there is no evidence of any difference in pathogenic
potential between various subtypes of Actinobacillus spp. or between different strains.
However, studies on bacterial culture supernatants from some clinical isolates of equine
Actinobacillus spp., indicated the presence of leukotoxic metabolites causing a decrease in
total number of granulocytes in neutrophil function studies. Immunodiffusion studies
demonstrated that Actinobacillus spp. carried in the oropharynx of healthy horses provoke
a humoral immune response that can be transferred from mares to their foals via
colostrum. This finding indicates that prompt and successive passive transfer of colostral
antibodies is of specific importance in protecting the neonatal foal from Actinobacillus
infection. Antimicrobial susceptibility testing showed that resistance against commonly
used antimicrobial substances, such as penicillin and trimethoprim-sulfa, is present among
Swedish strains of equine Actinobacillus spp. However, most of the bacterial population is
susceptible. The possible presence of plasmid-mediated p-lactamase may change this
situation by causing a rapid spread of penicillin resistance.
The pathogenesis of equine Actinobacillus spp. infections is still largely unknown. This
thesis demonstrates that the bacteria are present in most horse populations and that
interactions between the infectious agent and the host animal is important for the
transition from commensal to pathogen.
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For where is the man
that has incontestable evidence
of the truth ofall that he holds,
or of the falsehood of all that he condemns... ?

John Locke

Abstract
Sternberg, S. 1999. Studies on equine Actinobacillus spp. Doctor’s dissertation.
ISSN 1401-6257, ISBN
Studies on equine Actinobacillus spp. found in the normal flora of the oral cavity of the
horse, as well as isolates from clinical cases, are summarised in this thesis.
The major disease caused by equine Actinobacillus spp. is septicaemia in foals. In adult
horses, respiratory infections can be seen, but various other opportunistic infections are
also associated with these bacteria. The taxonomic status of equine actinobacilli is still
uncertain, and future revisions can be expected.
The prevalence of Actinobacillus spp. in the normal flora of the oral cavity of healthy
horses was found to be high but varied substantially over time, and most horses were
carriers. The bacterial population was complex with a large number of different strains
present at the same time. No overall phylogenetic differences could be detected by
ribotyping or biochemical fingerprinting of isolates from clinical cases and isolates
obtained from healthy horses. So far, there is no evidence of any difference in pathogenic
potential between various subtypes of Actinobacillus spp. or between different strains.
However, studies on bacterial culture supernatants from some clinical isolates of equine
Actinobacillus spp., indicated the presence of leukotoxic metabolites causing a decrease
in total number of granulocytes in neutrophil function studies.
Immunodiffusion studies demonstrated that Actinobacillus spp. carried in the oropharynx
of healthy horses provoke a humoral immune response that can be transferred from mares
to their foals via colostrum. This finding indicates that prompt and successive passive
transfer of colostral antibodies is of specific importance in protecting the neonatal foal
from Actinobacillus infection.
Antimicrobial susceptibility testing showed that resistance against commonly used
antimicrobial substances, such as penicillin and trimethoprim-sulfa, is present among
Swedish strains of equine Actinobacillus spp. However, most of the bacterial population
is susceptible. The possible presence of plasmid-mediated p-lactamase may change this
situation by causing a rapid spread of penicillin resistance.
The pathogenesis of equine Actinobacillus spp. infections is still largely unknown. This
thesis demonstrates that the bacteria are present in most horse populations and that
interactions between the infectious agent and the host animal is important for the
transition from commensal to pathogen.
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Studier av Actinobacillus spp. från häst
Sammanfattning

Fem studier av Actinobacillus spp. från normalfloran i munhålan hos friska hästar, och
från kliniska prover från sjuka hästar, sammanfattas i denna avhandling.
Actinobacillus spp. orsakar framfor allt generaliserade infektioner, blodförgiftning, hos
föl. Fölen insjuknar strax efter födelsen och blir snabbt mycket svaga, får feber och vägrar
äta. Ibland ses tecken på ledinflammation eller lunginflammation. Hos vuxna hästar ger
Actinobacillus spp. ofta sekundära luftvägsinfektioner, men även andra opportunistiska
infektioner kan härledas till dessa bakterier.
Tidigare har ofta alla Actinobacillus spp. isolerade från häst benämnts Actinobacillus
equuli. Dock pågår förändringar inom klassificeringen av Actinobacillus spp. från häst
och eventuellt kan taxonomiska omgrupperingar förväntas i framtiden. Taxonomiska
studier har ej varit avsikten med avhandlingen, utan denna belyser främst problem som
rör patogenes.
Förekomsten av Actinobacillus spp. i normalfloran hos friska hästar, både vuxna och föl,
befanns vara hög och flertalet, kanske t.o.m. alla, hästar tycks bära på bakterierna. Vid
upprepade provtagningar av samma hästar under en vecka sågs stor variation i före
komsten av Actinobacillus spp. mellan olika provtagningstillfällen. Bakteriepopulationen
i normalfloran var komplex och ett antal olika stammar befanns kolonisera samma häst.
Ribotypning och biokemisk typning av stammar från kliniska prover från sjuka hästar och
från munhålan hos friska hästar visade inga övergripande skillnader mellan kliniska isolat
och normalfloreisolat. Hittills har inga skillnader i patogenitet kunnat påvisas mellan olika
subtyper av Actinobacillus spp. från häst, men undersökning av effekten av Actinobacillus
spp. på neutrofiler från häst indikerade en möjlig förekomst av leukotoxiska metaboliter.
De leukotoxiska effekterna sågs främst som en minskning i totalantalet granulocyter,
medan funktionen hos överlevande celler ej påverkades nämnvärt.
Immunodiffusion visade att Actinobacillus spp. i oropharynx hos friska hästar stimulerar
till ett immunsvar, som kan överföras från sto till föl via råmjölk. Detta antyder att ett
snabbt och effektivt upptag av antikroppar från råmjölk är särskilt viktigt för att skydda
det nyfödda fölet mot infektion med Actinobacillus spp.
Undersökning avseende känslighet för antimikrobiella substanser visade att resistens mot
vissa substanser som ofta används för behandling av häst, såsom penicillin och
trimetoprim-sulfa, förekommer i den svenska populationen av Actinobacillus spp.
Flertalet stammar är dock ännu känsliga för de flesta substanser. Resultaten tyder på en
möjlig förekomst av plasmidburen p-laktamresistens, vars spridning skulle kunna
förändra denna gynnsamma situation. En ökad frekvens penicillinresistens hos denna
viktiga fölpatogen skulle försvåra och begränsa valet av förstahandspreparat vid
behandling av akut sjuka föl.
Patogenesen för Actinobacillus spp.-infektioner hos häst är fortfarande otillräckligt känd,
varför vidare studier är nödvändiga för att effektivisera behandling och förebyggande
åtgärder. Denna avhandling visar att bakterierna är allmänt förekommande i
hästpopulationen och att samspelet mellan infektionsämnet och värddjurets immunsystem
är av stor betydelse för övergången från normalflorebakterie till sjukdomasframkallande
patogen.
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Introduction
Actinobacillus equuli (A. equuli), the best known equine Actinobacillus sp., has,
since the beginning of this century been recognised as an important cause of
neonatal death in foals in most countries of the world. Generalised A. equuli
infections typically occur very shortly after birth. The disease has been named
sleepy foal disease or joint ill, shigellosis, actinobacillosis, equulosis, neonatal
pyosepticaemia and, in French, maladie du poulain triste. A review of the history
of the first discoveries of this bacterial species was given by Kim (1976). It was
first described by Meyer in 1910, who isolated a pleomorphic Gram-negative
organism from a case of purulent nephritis in a horse in South Africa. The
organism was named Bacillus nephritidis equi, and was reported to have been
observed already in 1902 by Theiler. McFadyean and Edwards mentioned in
1919 that the organism described by Meyer had been isolated from a case of
pyaemic nephritis in a horse in London, stating that a striking characteristic was
the viscosity of the culture and that it died out before the organism could be
further studied. In 1917, Magnusson found the organism in Swedish foals and,
not recognising it as being the same as that described by Meyer, named it
Bacterium viscosum equi. Other names used for this organism include Bacillus
equuli, Bacillus pyosepticus equi, Bacterium pyosepticum viscosum, Bacterium
pyosepticum viscosum equi, Bacterium pyosepticum, Bacterium equi, Bacillus
pyosepticus, Eberthella viscosa, Shigella viscosa, Shigella equirulis, Shigella
equuli, Shigella viscosum equi, and Achromobacter equuli. Since the 1957
version of Bergey’s manual of Determinative Bacteriology, it has been referred
to as Actinobacillus equuli.

Taxonomy
Genus Actinobacillus
Genus Actinobacillus belongs to the family Pasteurellaceae, which also includes
the genera Haemophilus, Pasteurella and Mannheimia (Angen et al, 1999).
Actinobacillus species are facultatively anaerobic, nonmotile, Gram-negative,
medium-sized, pleomorphic rods. The term pleomorphic indicates that the
micromorphology is variable, individual cells can be either spherical, oval or rod
shaped. There is a significant variation in the micromorphology depending on
which culture medium is used (Kim, 1976). Colonies, especially those of A.
equuli, are typically sticky and difficult to remove from the agar surface, a
characteristic that has been attributed to the presence of extracellular slime
(Quinn et al., 1994). The actinobacilli ferment carbohydrates, with acid
production but no gas, within 24 h (Mayer, 1981, Quinn et al., 1994). Most
species, including A. equuli, produce urease and grow on MacConkey agar.
However, the ability to grow on MacConkey agar has been reported to be a
variable feature, dependent on type and batch of medium used (Mraz, 1983,
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Sneath and Stevens, 1985), and in some studies equine actinobacilli did not grow
on MacConkey agar (Blackall et al., 1997). In the latest edition of Bergey’s
Manual of Systematic Bacteriology, which reflects the information available up
to about 1981 (Philips, 1984), five species were listed under the genus
Actinobacillus. In the 9^ edition of Bergey’s Manual of Determinative
Bacteriology (Holt et al., 1994), another six species had been added or
transferred to this genus, and the taxonomy has not yet been comprehensively
established. This is not surprising, since many bacterial species were defined as a
result of subjective consideration at a time when more refined tests were missing.
Diseases were known clinical entities before their causative agents were
discovered, a fact that may have influenced the initial classification. Historically,
classification of the Pasteurellaceae family has been based on growth factor
requirements, a limited number of phenotypic charactersistics, and the ability to
cause disease in vertebrates. Genetically based typing methods have led to a
revised taxonomy, but phenotypic characters are still the basis for isolation and
identification of clinical isolates. For phylogenetic studies, i.e. attempts to
classify organisms based on evolutionary relationships rather than general
resemblance, the comparison of 16S rRNA sequences is particularly useful
(Olsen and Woese, 1993). Such sequences are available from different databases,
for a vast number of bacteria. The universal regions of the 16S rRNA molecule
are highly conserved between different species, while the so-called
oligonucleotide signature sequences, that are situated in the evolutionary variable
regions, are characteristic for a particular taxon. However, in some cases, DNADNA hybridisation may be more useful for the categorising of individual species
(Stackenbrandt and Goebel, 1994).
After sequencing the 16S rRNA of a number of strains of different species within
the family Pasteurellaceae, Dewhirst and co-workers (1993) concluded that the
division of this bacterial family into phylogenetically and phenotypically
coherent genera is very difficult. There are no obvious characteristics that clearly
separate genus Actinobacillus from the other genera within the family.

Equine Actinobacillus spp.

Actinobacilli associated with clinical disease in horses have historically been
reported as A. equuli. However, further identification of equine isolates has
resulted in various reports on other Actinobacillus spp. (Chiadeck and Ruth,
1976, Harboume et al., 1978, Zaharija et al., 1979, Carman and Hodges, 1982,
Baum et al., 1984) as well as subtypes of, or new species related to, A. equuli
(Bisgaard et al., 1984, Jang et al., 1985, Jang et al., 1987, Samitz and Biberstein,
1991). It is exceedingly difficult to determine, from the reports on clinical cases,
whether the cultured organism was A. equuli sensu stricto or some other, related,
organism. Biochemical and cultural characteristics are sometimes, but not often,
presented, and, for some biochemical tests, reactions vary between strains within
the same species and the interpretation of some tests appears to vary between
authors. For example, the reaction of A. equuli in the oxidase test is reported to
be variable (Mayer, 1981, Philips, 1984, Quinn et al., 1994) and its use for the
12

separation between the Pasteurellaceae and the nonmotile Enterobacteriaceae
has been questioned (Bisgaard, 1982). The ability to ferment L-arabinose with
acid production is another debatable feature as regards A. equuli. It has
sometimes been reported as variable (Mayer, 1981, Philips, 1984), while others
have stated that A. equuli sensu stricto does not ferment L-arabinose, although
this is a constant feature of Actinobacillus suis (Frederiksen, 1973, Bisgaard et
al., 1984, Mutters, 1984). Carman and Hodges (1982), who isolated what they
called A. suis from horses in New Zealand, stated that the ability of their isolates
to ferment L-arabinose was difficult to interpret. L-arabinose positive strains of
A. equuli have frequently been isolated from equine samples in the diagnostic
laboratories of the Faculty of Veterinary Medicine and the National Veterinary
Institute in Uppsala (Sternberg, 1998) and also in other parts of the world
(Blackall etal., 1997).
There are numerous reports on the isolation of A. equuli from swine
(Zimmermann, 1964, Jones and Simmons, 1971, Bell, 1973, Werdin et al., 1976,
Jones, 1980, Okolo, 1987, Szazados, 1991) and J. suis from horses (Harboume et
al., 1978, Carman and Hodges, 1982, Vaissaire et al., 1988, Nelson et al., 1996).
The similarities and differences between A. equuli and A. suis have frequently
been discussed (Kim et al., 1976, Pedersen, 1977, Bercovier et al., 1984, Escande
et al., 1984, Sneath and Stevens, 1985, Dewhirst et al., 1992, Bada et al., 1996).
Antigenic cross-reactivity between A. suis and A. equuli has been demonstrated
(Kim et al., 1976, Bada et al., 1996) and similarities in the outer membrane
proteins of these two species have also been detected (Frey et al., 1996,
Hartmann et al., 1996). Sequencing of the 16S rRNA gene of type strains of A.
equuli and J. suis has indicated a very close relationship (Dewhirst et al., 1992,
Dewhirst et al., 1993) and DNA-DNA hybridisation showed a 51-75%
relatedness between A. equuli and A. suis strains (Escande et al., 1984).
Bercovier and co-workers (1984) characterised Actinobacillus strains by their
morphology, physiology and biochemical reactions and found that some A.
equuli strains clustered together with A. suis strains, while others formed a
separate, but related, cluster. The authors stated that undue weight had been
given to the animal hosts in species determination, and that reorganisation of the
Pasteurellaceae should be based on DNA studies. Other authors have noted that
host specificity is often observed in the Pasteurellaceae (Nicolet, 1990, Bisgaard,
1995), possibly related to the composition of the lipopolysaccharide in the outer
membrane (Fenwick, 1995). It has also been stated that reports on isolations from
species other than the known hosts should be questioned unless a thorough
identification can be demonstrated. (Bisgaard et al., 1984). The varying results of
taxonomic studies are not entirely surprising. Calculations of diversity can be
based on various similarity coefficients and using different clustering programs.
All of these have their own merits but give different results. The reliability of
phylogenetic trees has also been debated, especially as the choice of ”outgroups”
or the use of a different algorithm can significantly change the topology of the
tree (Dewhirst et al., 1992). However, further studies on equine actinobacilli
have resulted in the re-classification of some strains previously identified as
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A. equuli or equine A. suis (Blackall et al., 1997). The characteristics of equine
Actinobacillus strains designated Bisgaard’s taxon 11, subtype I-IV (Bisgaard et
al., 1984) and Actinobacillus sids-like organisms (ASLO), subtype I-IV (Jang et
al., 1987, Samitz and Biberstein, 1991), have been published and subsequent
clinical reports on infections with these organisms can also be found (Wilson and
Madigan, 1989, Elad et al., 1991, Mohan et al., 1997). It would appear that
subtype I of taxon 11 and subtype I of ASLO may actually be identical, but that
the other subtypes differ. In the diagnostic laboratories of the Faculty of
Veterinary Medicine and the National Veterinary Institute in Uppsala, the
classification as presented by Bisgaard has been used for the past decade. The
biochemical characteristics on which this typing system has been based are
presented in Table 1. Considering the heterogeneity of this group of bacteria, a
typing system based on only a few biochemical tests is, of course, far from
perfect. However, it would be impractical to use too large a number of tests in
routine diagnostics.

Table 1. Biochemical characteristics used for the identification of equine actinobacilli in
the veterinary/ diagnostic
laboratories in Uppsala__________________________________
~—
A. equuli Arabinose+ Taxon 11 Taxon 11 Taxon 11 Taxon 11
biovar 4
biovar 1
biovar 2
biovar 3
A. equuli
Ornithine
+
L-arabinose
+
Cellobiose
(+)
+
+
+
Mannitol
+
Salicin
(+)
(+)
+
+
+
+
+
+
Trehalose
+
+
+
+
+
+
Urease
Indole
+
+
Esculin
(+) sometimes positive reaction delayed

A common feature of the majority of the taxon 11 and ASLO strains is their
ability to haemolyse sheep erythrocytes. A review of clinical reports on the
isolation of A. equuli from diseased horses reveals that many of the described
isolates were indeed haemolytic (Cottew and Francis, 1954, Wetmore et al.,
1963, Carter et al., 1971, Kim, 1976), although this trait could be lost on storage
or subculture (Hughes, 1972). Some older textbooks describe A. equuli as being
usually non-haemolytic, but state that some strains are haemolytic (Philips, 1984,
Timoney et al., 1988, Quinn et al., 1994). Some authors even describe A. equuli
as being typically haemolytic (Whitford, 1976). Based on more recent taxonomic
studies it can be concluded that A. equuli sensu stricto does not haemolyse sheep
or horse erythrocytes, however, some other equine Actinobacillus spp. do. Many
of the organisms in reports on A. suis from horses seem to match the criteria of
either taxon 11 or ASLO, although some authors seem to think that all reports of
A. suis in horses describe A. suis sensu stricto (Harboume et al., 1978, Nelson et
al., 1996). This is a questionable conclusion given the current state of taxonomy.
The pathogenic potential of taxon 11 and ASLO has been debated, some authors
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think that they are at best opportunistic pathogens that may occasionally cause
disease (Kim, 1976, Blackall et al., 1997). Other reports indicate that they may
be more frequently associated with respiratory disease in adult horses than A.
equuli sensu stricto (Sternberg, 1998, Wood et al., 1998). A further study of
clinical reports on A. equuli from swine gives a similar result as that on horses,
with many of the described strains matching the criteria for taxon 11 or ASLO
better than A. equuli (Bell, 1973, Schwartz, 1986, Fodor et al., 1990). There are
also a few reports on the isolation of Actinobacillus lignieresii from diseased
horses (Chiadeck and Ruth, 1976, Zaharija et al., 1979, Baum et al., 1984,
Vaissaire et al., 1988). A. lignieresii typically causes disease in ruminants.
However, it is not clear whether the reported isolates were indeed A. lignieresii
or another variant of equine Actinobacillus spp.
In conclusion, the taxonomic status of equine actinobacilli is still unclear, and
future revisions, including the naming of new species besides A. equuli, are
expected. It has been recommended that once genotypic groups have been
established, distinguishing phenotypic tests should be re-evaluated for practical
use (Maclnnes and Borr, 1990). Despite several efforts in this field, the
Pasterurellaceae family is still poorly defined, and have been described as
”interesting but at times frustrating” (Macinnes and Smart, 1993). A definitive
set of discriminating tests for the identification of equine actinobacilli is not yet
available.

Equine disease caused by Actinobacillus spp.
Foal septicaemia
The most important disease complex associated with equine actinobacilli is that
of neonatal foal septicaemia (Farrelly and Cronin, 1949, Kim, 1976, Mayer,
1981, Philips, 1984, Timoney et al., 1988, Phillips, 1992). Usually, the infectious
agent matches the criteria for A. equuli sensu stricto but, as discussed above, this
identification cannot always be ascertained. Therefore, in the following text the
infectious agents will be referred to as Actinobacillus spp., whether they are
reported as A. equuli, A. suis, A. swis-like or simply actinobacilli.
Cases of foal septicaemia due to Actinobacillus spp. have been reported in all
parts of the world, including North America (Shideler and Kelly, 1976, King,
1991, Yong and Griffin, 1992, Darien and Williams, 1993, Golenz et al., 1994,
Nelson et al., 1996), South America (Lutzelschwab et al., 1987), Australia
(Cottew and Francis, 1954, Carter et al., 1971), Europe (Radnai, 1976, Molenda
et al., 1992, Costecalde, 1997, Rycroft et al., 1998), Africa (Mohan et al., 1997),
and Asia (Kamada et al., 1985, Kanemaru et al., 1985, Elad et al., 1988, Al
Darraji et al., 1989, Varshney and Uppal, 1993). Infection with Actinobacillus
spp. is mentioned as one of the most common causes of foal septicaemia in
various reviews of foal disease (Gunning, 1947, Bain, 1963, Rossdale, 1972,
Bredin, 1973, Platt, 1973, Rossdale and Leadon, 1975, Hosli, 1977, Knight,
1978, Liu, 1980, Dennis, 1981, Fiolka, 1982, Deem Morris, 1984, Carter and
15

Martens, 1986, Koterba, 1987, Madigan, 1987, Clabough, 1988). The frequency
of isolation of Actinobacillus spp. from septicaemic foals ranges between 5% and
50%, depending on the report (Dimock et al., 1947, Miller, 1950, Platt, 1973,
Whitwell, 1980, Koterba et al., 1984, Brewer and Koterba, 1986, Vaissaire et al.,
1987, Vaissaire et al., 1988, Blood et al., 1989, Wilson and Madigan, 1989,
Brewer and Koterba, 1990, Raisis et al., 1996), with the lowest frequencies being
found in the more recent US studies. It is not clear whether the differences in
isolation frequency between various studies reflects a true temporal and/or
geographical difference or if the differences in isolation procedures, the
interpretation of bacterial cultures or the presentation of results could fully
explain the variations in prevalence. In some publications, cases with
pathological lesions typical of A. equuli infection are included even if A. equuli
could not be isolated by culture (Platt, 1977, Al Darraji et al., 1989) and
sometimes it is not clear as to whether the diagnosis was based on culture results
or on post mortem examination only (Varshney and Uppal, 1993). Older
publications generally report higher frequencies of Actinobacillus infection. A
general improvement of hygienic conditions, horse feed, and the disease status of
horses may have contributed to this apparent decrease in the prevalence of
Actinobacillus septicaemia, as well as the prophylactic administration of
penicillin to newborn foals that has become common in some parts of the world.
In Sweden, based on samples taken in the horse clinic at the Faculty of
Veterinary Medicine in Uppsala during the last decade, it can be estimated that
approximately 20% of all positive blood cultures from foals yield growth of
Actinobacillus spp.
The diagnosis of foal septicaemia has been extensively discussed (Rossdale and
Leadon, 1975, Brewer and Koterba, 1986, Koterba, 1987, Madigan, 1987,
Brewer and Koterba, 1988). It is obvious that a bacteriological culture from
blood and/or local sites of infection is crucial in order to determine the cause of
infection and choice of treatment, although this is not always clearly stated
(Rossdale, 1972). A scoring method for the identification of foal septicaemia has
been developed and is widely used (Brewer and Koterba, 1988). However, this is
intended for quick diagnosis pending culture results, not as a substitute for
bacteriological examinations. A negative blood culture does not necessarily rule
out septicaemia (Madigan, 1987), and sometimes post mortem cultures reveal
generalised infections that could not be identified in vivo (Koterba et al., 1984).
However, great care should be taken in interpreting positive post mortem cultures
as evidence of a false negative or misleading blood culture, although this is
frequently done (Wilson and Madigan, 1989, Brewer and Koterba, 1990).
Despite claims to the contrary (Eisenfeld et al., 1983, Brewer and Koterba,
1990), the post mortem invasion of intestinal bacteria can result in false positive
post mortem organ cultures. Even truly positive post mortem cultures cannot rule
out the possibility that some other infectious agent, or none at all, was present in
vivo and was replaced by the presently detected organism at, or just before, death.
For example, antimicrobial treatment may suppress a susceptible primary
infectious agent, leaving room for a more resistant microbe to invade an already
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critically ill foal. This may contribute to the finding of a high prevalence of
infections with Escherichia coli and Klebsiella spp., that are resistant to several
antimicrobial substances, in neonatal intensive care units (Brewer and Koterba,
1990). Primary infections with bacterial agents such as streptococci and
actinobacilli, that are generally more susceptible to antimicrobial substances,
may go undetected in some cases where no immediate blood culture is
performed.
Foals with septicaemia due to infection with Actinobacillus spp. are
characteristically depressed and feverish, they refuse to suckle and quickly
become prostrate. The clinical symptoms usually appear shortly after birth, and
almost always within the first week of life. Some foals may show symptoms of
polyarthritis, enteritis, or pneumonia. On post mortem examination, lesions may
be absent in cases of peracute death, or they may appear in the form of
peteachiae, microabscesses, or necrotic foci in various parenchymatous organs
such as the kidneys, liver, lungs and spleen. The renal lesions are usually the
most prominent. A purulent glomerulonephritis, with microabscesses sometimes
being visible on macroscopic examination of the renal cortex, has been
recognised as being almost pathognomonic for A. equuli infection (Doll, 1963)
and it has been suggested that this bacterial species has a predilection for the
kidneys (Rossdale, 1972). However, adhesion studies using Swedish strains of A.
equuli on equine renal cells have not been able to confirm this hypothesis
(Sternberg, unpublished results). The presence of Gram-negative coccobacilli in
various organs is common (Papparella et al., 1987). The pathological lesions may
be explained by the presence of a bacteriaemia that causes great exposure of
vascular tissue, particularly in organs with a slow blood flow in fine capillaries
(Farrelly and Cronin, 1949), and by an activation of the complement cascade and
inflammatory mediators (Darien and Williams, 1993). The extent of the lesions
usually reflects the course of the disease, with peracute cases lacking visible
lesions while microabscesses, septic thrombi and necrosis are more evident in
protracted cases. Cases are usually sporadic (Derksen, 1983, Phillips, 1992), but
occasional outbreaks involving several foals in the same season or foals from the
same dam in consecutive years have been reported (Baker, 1972, Kim, 1976,
Philips, 1984, Yong and Griffin, 1992). It is not known whether some common
trigger factor was involved in reported outbreaks.

Other diseases

Although a frequent cause of disease in the newborn foal, the role of actinobacilli
in the aetiology of abortion is debatable. Cases of abortion associated with the
isolation of Actinobacillus spp. have been reported (Prickett, 1970, Webb et al.,
1976, Vaissaire et al., 1986, Vaissaire et al., 1988), but mostly as a rare event
(Dimock et al., 1947, Bain, 1963, Whitford, 1976, Whitwell, 1980) and it has
been questioned whether bacterial infection is ever the primary cause of abortion
(Platt, 1975, Tizard, 1996).
Arthritis is a common feature of Actinobacillus spp. infection in foals (Thein,
1981, Poyade-Alvarado and Marcoux, 1993, Dolvik and Gaustad, 1995,
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Waterhouse and Marr, 1997, Franzen, 1998), usually as a sequel to septicaemia.
In adult horses, Actinobacillus spp. have occasionally been isolated from
synovia, wounds, surgical sites and abscesses (Snyder et al., 1987, Kanoe et al.,
1988, Vaissaire et al., 1988, Peremans et al., 1991). More generalised infections
such as pericarditis (Dill et al., 1982) and endocarditis (Roussel and Kasari,
1989, Hillyer et al., 1990, Maxson and Reef, 1997) in adult horses have also been
associated with Actinobacillus spp. Actinobacilli appear to be a fairly common
cause of peritonitis, with migrating larvae of Strongylus vulgaris being
mentioned as a probable predisposing factor (Gay and Lording, 1980, Golland et
al., 1994), and have occasionally been found in cases of enteritis (Al Mashat and
Taylor, 1986) or periorchitis (Belknap et al., 1988). The majority of
Actinobacillus spp. infections in adult horses, however, are opportunistic
respiratory tract infections. These range from retropharyngeal infections
(Todhunter et al., 1985), subepiglottis cysts (Stick and Boles, 1980), sinusitis
(Harboume et al., 1978, Elad et al., 1991) and tracheitis (Ward et al., 1998) to
bronchopneumonia (Bayly et al., 1982, Hoffman et al., 1998, Wood et al., 1998),
pleuropneumonia (Collins et al., 1994) and necrotising pneumonia (Carr et al.,
1997). Usually, the case history in such reports involve predisposing factors such
as viral infections or trauma.
In summary, the major diseases caused by equine actinobacilli are septicaemia in
foals and respiratory infections in adult horses, but various other opportunistic
infections are also associated with these bacteria. This situation is reflected in
reports from diagnostic laboratories (Whitford, 1976, Lavoie et al., 1991).
Similar disease patterns have been noted in wild equidae, such as zebras (Bath,
1979, Penzhom, 1984).
Some of the different types of Actinobacillus spp. isolated from various types of
infectious disease, in horses of different ages, are shown in Tables 2a-b. The
figures are based on case records from the diagnostic laboratories of the Faculty
of Veterinary Medicine, and the National Veterinary Institute in Uppsala from
August 1991 to May 1997.

Table 2a. No. of isolates of different subtypes of Actinobacillus spp. isolated from horses
of various age.
Subtype
_
Age
Imo-lyr
<1 mo
>1 yr
A. equuli
25
6
18
4
Arabinose+ A. equuli
9
10
Taxon 11 biovar 1
7
9
48
Taxon 11 biovar 2
3
3
29
1
Taxon 11 biovar 3
0
1
0
Taxon 11 biovar 4
0
1
44
23
107
No. of horses
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Table 2b. No. of isolates of different subtypes of Actinobacillus spp. isolated from horses
with various types of disease.
Subtype
Septicaemia Respiratory Arthritis
Wound
Other
disease
or abscess
14
4
2
A. equuli
25
3
Arabinose+ A. equuli
12
2
1
0
8
4
Taxon 11 biovar 1
38
11
6
5
4
Taxon 11 biovar 2
3
0
2
26
Taxon 11 biovar 3
0
2
0
0
0
Taxon 11 biovar 4
0
0
1
0
0
No. of horses
40
92
17
15
9

A. equuli infection in non-equidae
As previously mentioned, bacteria described as A. equuli have been isolated from
pigs, mainly in association with neonatal septicaemia in piglets (Zimmermann,
1964, Bell, 1973, Schwartz, 1986, Okolo, 1987), endocarditis in both piglets and
adult swine (Jones and Simmons, 1971, Jones, 1980, Roussel and Kasari, 1989,
Szazados, 1991), and abortion (Werdin et al., 1976). However, it would appear
from the biochemical reactions presented in some of these reports that not all
isolates were A. equuli sensu stricto. The same might be suspected of the reports
on the isolation of J. equuli from laboratory rodents (Lentsch and Wagner, 1980,
Simpson and Simmons, 1980), lagomorphs (Kim, 1976, Philips, 1984), goats
(Ameh et al., 1993), calves (DuPlessis et al., 1967, Osbaldiston and Walker,
1972) and a dog (Philips, 1984). Isolation of A. equuli from primates (Kim, 1976,
Philips, 1984), including humans (Sakazaki et al., 1984) has also been described,
with some cases of human disease being linked to horse contact (Peel et al.,
1991, Richard et al., 1991). Again, these isolates do probably not all represent A.
equuli sensu stricto.

Pathogenesis of equine Actinobacillus infection
Source of infection

Actinobacillus infections in horses are typically opportunistic. Actinobacilli are
commensals of the mucous membranes of healthy animals (Biberstein, 1990,
Phillips, 1992, DeBey et al., 1996, Costecalde, 1997) and are readily isolated
from the oropharynx (Platt, 1973, Whitwell, 1980, Bisgaard et al., 1984, Philips,
1984, Elad et al., 1988, Timoney et al., 1988, Bailey and Love, 1991, Samitz and
Biberstein, 1991). The organisms have, albeit rarely, been isolated from the
cervix of mares (Cottew and Francis, 1954, Fluge et al., 1972, Platt, 1973,
Varshney et al., 1994) both in the absence and presence of concurrent
reproductive problems. Several authors state that Actinobacillus spp. are
commonly found in the intestinal tract of horses (Gay and Lording, 1980, Philips,
1984, Timoney et al., 1988). However, the actual reports on the isolation of
actinobacilli from faecal or intestinal material are rare (Laudien, 1923, Al Mashat
and Taylor, 1986, Elad et al., 1988). The study by Laudien appears to form the
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basis for many statements regarding the presence of Actinobacillus spp. in horse
faeces. However, the isolation procedure used by Laudien has not, so far, yielded
any Actinobacillus isolates from faecal samples from Swedish horses, despite
repeated efforts (Sternberg, unpublished results). An attempt to culture a number
of equine Actinobacillus strains on the selective medium described by Laudien
revealed no growth of these strains. In comparison, Escherichia coli was easily
cultured (Fig. 1).

Fig. 1 Culture of E. coli (yellow colour change, profuse growth) and A. equuli (blue, no
colour change, no or little growth) on the selective culture medium used by Laudien. The
size of inoculum was identical for all plates.
In the report by Elad, colonies similar to those of A. equuli isolated from the sick
foal were seen on primary culture of pharynx and faecal swabs from the mare, on
both blood agar and MacConkey agar. It is not clear if the isolates from the mare
were further identified. Al Mashat isolated Actinobacillus spp. from the small
and large intestine of 11 out of 25 necropsied horses, from both normal-looking
and congested mucosa with excess mucus. However, Cottew and Francis (1954)
failed to culture actinobacilli from rectal swabs of horses in which Actinobacillus
spp. had been found in the mouth and cervix. Based on this evidence, it may be
concluded that Actinobacillus spp. are commonly present in the oropharynx and
perhaps in the gastrointestinal tract, but that they are not abundant in faeces or
genitalia. Thus, the pharynx of the mare would appear to be the most probable
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source of a postnatal infection in the foal, most likely conveyed by the mare
licking the foal. With regard to respiratory tract infections in adult horses, the
oropharynx would seem to be the most likely source of Actinobacillus spp. The
number of actinobacilli present in the nasal and oral cavities have been noted to
increase in horses that were experimentally infected with respiratory viruses
(Sutton et al., 1998) or exposed to transport stress (Foreman et al., 1991, Raidal
etal., 1995).
Time of infection
Because of the characteristically early age of onset of clinical disease, the
possibility of prenatal infection has been proposed. The presence of
Actinobacillus spp. in aborted foetuses would suggest a prenatal infection
(Dimock et al., 1947) and it has been suggested that such infections are
ascending and secondary (Platt, 1975). However, it is generally believed that
most neonatal infections are contracted at, or shortly after, birth and that the
acute onset and generally short and fatal course of the disease does not dispute
this assumption (Dimock et al., 1947, Gunning, 1947, Doll, 1963, Platt, 1973,
Kim, 1976, Webb etal., 1976, Blood etal., 1989).

Route of infection
Actinobacillus bacteria gain entrance to the host via the oral, nasal or, in the case
of newborn foals, the umbilical route. Another possible port of entry is through a
wound or abrasion. In foal septicaemia, the foal is generally believed to ingest or
inhale the infectious organism, or become infected via the umbilicus (Doll, 1963,
Kim, 1976, Mayer, 1981, Derksen, 1983, Blood et al., 1989). Once the bacteria
enter the systemic circulation, they proliferate, disseminate, and cause damage to
various organs, via both direct and indirect mechanisms. In respiratory tract
infections the obvious route of infection would be via inhalation or aspiration of
the bacteria from the upper respiratory tract, something that would be facilitated
by impairment of the mucociliary transport mechanism, as caused by a viral
infection, transport stress, or some other predisposing factor.
Predisposing factors

Actinobacillus infections are typically opportunistic and in general, some
predisposing factor has to be present in order for disease to occur (Biberstein,
1990). This could be in the form of a concurrent infection (Kim, 1976), an
environmental problem such as poor feed quality (Radnai, 1976), or a weakened
or immature immune system of the host animal. Predisposing factors as regards
foal septicaemia, such as an abnormal gestation length, dystocia, a poor
environment or management, have been extensively discussed. However, the
failure of passive transfer, i.e. the lack of uptake of colostral immunoglobulins,
has been mentioned as probably the most important factor (Deem Morris, 1984,
Koterba et al., 1984, Brewer and Koterba, 1986, Carter and Martens, 1986,
Clabough, 1988). The failure of passive transfer (FPT) may be due to a number
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of factors: I) A low immunoglobulin (Ig) content of the colostrum caused by
premature lactation, premature foaling or a failure to concentrate Ig in the
mammary gland. II) A lack of intake of colostrum due to a weak foal failing to
suckle, or poor mothering. Ill) A failure to absorb Ig in the intestine due to
neonatal stress. The theory that stress lies behind the failure to absorb Ig is
supported by the fact that the experimental administration of corticosteroids
impairs Ig uptake (Jeffcott, 1974a). Some estimates suggest that as many as 10
25% of all neonatal foals fail to absorb sufficient Ig (McGuire et al., 1977,
Tizard, 1996). It has been demonstrated that foaling early in the season, poor
general health or the birth of an immature foal is associated with an increased
risk of FPT (Clabough et al., 1991). In addition, foals bom to older mares (>15
years old) and those bom in a colder climate with little sunshine (LeBlanc et al.,
1992), are also at increased risk. It is generally believed that the foal needs to
acquire a serum concentration of IgG above 800 mg/dl in order to get adequate
protection from infection. Levels below 200 mg/dl are regarded as total FPT and
concentrations between 200 and 400 mg/dl indicate partial FPT. In septicaemic
foals, however, a low serum level of IgG is not necessarily caused by FPT, it can
be caused by the infection itself consuming immunoglobulin (Robinson et al.,
1993).
In a review of neonatal foal infections, Knight (1978) stated that: ”The foal’s
environment is not, as some fear, an armed camp of hostile microbes waiting to
pounce. For the most part, the vast majority of bacteria are impartial and, if
anything, are interested in a symbiotic relationship”. This harmonious state is
only disrupted when host defence mechanisms fail.

Foal immunology
Ontogeny

The immune system develops early in foetal life (Osburn et al., 1982, Dudan et
al., 1990, Tizard, 1996), with the cellular and humoral aspects appearing
sequentially. Lymphoid tissue and circulating lymphocytes appear in the first
trimester, functional T lymphocytes are present at about week 14 and functional
B lymphocytes at week 29 (Perryman et al., 1980), but not all antigens are
equally capable of stimulating foetal lymphocytes (Tizard, 1996). Production of
antibody in response to some viral antigens has been demonstrated in
lymphocytes from equine foetuses (Martin and Larson, 1973, Morgan et al.,
1975). Complement effects, such as haemolysis and coagulation, can be induced
at 4 months’ gestation. Although foals are essentially agammaglobulinaemic at
birth, it is sometimes possible to detect IgG in the foetus in the last trimester or in
neonates that have not suckled. This is thought to be caused by intrauterine
antigenic stimulation (Osburn etal., 1982, Dudan etal., 1990).
The neonate
The neonatal foal lacks specific immunity and the non-specific immune
mechanisms are immature. At birth, the concentration of circulating B
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lymphocytes is only one third that of the adult and it does not reach adult levels
until the foal is 3 weeks old (Banks, 1982). In some animal species, a correlation
between high levels of corticosteroids in the newborn and a reduced cellmediated immune response has provided a plausible explanation for neonatal
immunosuppression. The excessive activity of suppressor T lymphocytes or
immature B lymphocytes may also account for an inability to produce antibody
in response to some stimuli (Banks, 1982). Studies on neutrophils from neonatal
foals have shown that there is an increased random migration and a decreased
stimulated migration in foal neutrophils, as compared to neutrophils from their
dams (Morris et al., 1987), while the phagocytosis and killing capacity is similar
(Morris et al., 1987, Wichtel et al., 1991). However, caution has been suggested
in the interpretation of results from neutrophil studies, as there are many sources
of variation in the in vitro models used (Morris et al., 1987, Wichtel et al., 1991).
The serum of equine neonates appears to be deficient in some complement
factors, and, consequently, is poor in its opsonic activity (Lavoie et al., 1990,
Bemoco et al., 1994, Tizard, 1996). Complement levels increase rapidly in
colostrum-deprived foals, indicating a response to antigenic stimulation (Bemoco
et al., 1994). In contrast, in foals given colostrum there is an initial decrease in
serum complement, concurrent with an increase in IgG, possibly due to the
utilisation of complement in the formation of immune complexes (Bemoco et al.,
1994). The response of neonatal foals to endotoxin infusion is similar to that of
adult horses (Lavoie et al., 1990), although it is somewhat diminished in
colostrum-deprived foals (Allen et al., 1993). This observation indicates that the
neonatal immune system is fully capable of mounting an inflammatory response,
but that some colostral factors may facilitate this.

Passive transfer of immunity
The mechanisms of passive transfer of immunoglobulins from mare to foal have
been well studied and described (Jeffcott, 1971, McGuire and Crawford, 1973,
Jeffcott, 1974a, Jeffcott, 1974b, Jeffcott, 1974c, Jeffcott, 1975, Banks, 1982,
Norcross, 1982, Kohn et al., 1989, Saikku et al., 1989, Dudan et al., 1990,
Tizard, 1996). The equine placenta is epitheliochorial and therefore impermeable
to macromolecules. Thus, apart from low levels of endogenous IgM, the foal is
essentially agammaglobulinaemic at birth, and, in the absence of colostral Ig, any
immune response will be a primary and slow one. The colostrum contains all Ig
classes but is dominated by IgG and, to a lesser extent, IgA. The mammary gland
synthesises IgA, but IgG is derived from serum and is actively concentrated in
the mammary gland shortly before parturition by an as not yet fully understood
mechanism. The transfer of serum IgG to colostrum causes a lowering of blood
IgG levels in the mare. The Ig content of colostrum varies between different
animal species and possibly also between breeds within the same species. Shortly
after foaling, the mammary secretion changes from colostrum to milk, containing
proportionally more IgA than IgG. Most of the secretory IgA appears to remain
on the mucosal surfaces in the upper gastrointestinal tract, providing local
protection in the oropharynx and the small intestine. Due to the low proteolytic
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activity in the neonatal gut, and the presence of antitrypsin in colostrum, Ig
molecules are mainly intact when they reach the small intestine, where they are
pinocytosed by specialised cells in the epithelium that take up macromolecules.
This uptake is non-selective and any large molecule will be absorbed. For
example, the foal intestine will also absorb radiolabelled polyvinyl pyrrolidone,
(Jeffcott, 1974c) or bovine Ig (Holmes and Lunn, 1991). The macromolecules
accumulate as intracellular globules until the cell is full, then they are released
via the base of the cell into the intercellular space and transported via the
lymphatics to the blood. The specialised cells are quickly replaced by more
mature epithelial cells. It takes some 3 h for an ingested macromolecule to reach
the blood. Usually, the absorptive capacity of the neonatal gut lasts for
approximately 24 h, but it is most effective just after birth. Starvation may
prolong the period of capacity for macromolecule absorption. Other, as yet
unidentified, colostral factors appear to favour the absorption of macromolecules.
After the first 24 h of life, the foal has attained maximum levels of serum Ig.
These levels gradually decline, as immunoglobulins are metabolised and are
diluted when the blood volume increases as the foal grows. By the age of 5
months, all maternal Ig has disappeared. The presence of maternal Ig appears to
exert a negative feed-back on endogenous Ig production and the foal does not
attain sufficient levels of all Ig classes until 4 months of age. Apart from
immunoglobulins, colostrum also contains cytokines, lymphocytes and some
other, as yet unidentified, factors that appear to support the neonatal immune
system. Maternal lymphocytes may be transferred from colostrum via
transintestinal migration, but the biological significance of this remains unclear.
Although a great deal is known about the ontogeny and function of the immune
system of the neonatal foal, most studies are hampered by the inherent dangers in
investigating individual immune system components separately, when the
interplay between various factors determine the result of an immunological
challenge.

Bacterial virulence attributes
All bacteria that have a pathogenic potential possess some virulence attributes.
Selective pressure exerted by host defence mechanisms benefits bacterial clones
with a natural ability to resist those mechanisms. This ability may be due to
extracellular or cell wall components, toxic metabolites, alternate metabolic
pathways etc.

Capsule
Some actinobacilli, such as A. pleuropneumoniae, produce extracellular capsules
that interfere with opsonisation, phagocytosis and complement-mediated killing
(Fenwick, 1995). Capsules in the Pasteurellaceae are serotype-specific and
appear to be correlated to virulence (Inzana, 1990). Equine actinobacilli are
reported to lack capsule (Kim, 1976, Philips, 1984), but usually produce
extracellular slime, the function of which is as yet unknown.
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LPS

Lipopolysaccharide (LPS), also known as endotoxin, forms part of the outer cell
membrane of all Gram-negative bacteria. LPS is not a classic virulence attribute,
although it is often mentioned as one, as its main contribution to pathogenicity is
the activation of host defence systems that ultimately cause clinical signs and
tissue damage. The pro-inflammatory and antigenic nature of LPS plays a critical
role in the elimination of the infection. The host response to LPS often seems to
be in excess of what is necessary to clear the infection, and it has been suggested
that if this feature is consistent for a certain bacterial species or strain, LPS might
be regarded as a true virulence factor (Fenwick, 1990). It has been noted that the
LPS structure can be correlated with pathogenic potential and host specificity in
the Pasteurellaceae (Fenwick, 1995). The structure may vary between strains and
between different growth stages of the same strain. LPS that is released from
bacteria can bind to neutrophils and alter their adhesiveness and locomotive
properties, which partly explains the neutropenia seen in experimental endotoxin
infusion and infections with Gram-negative bacteria (Wilson, 1985). LPS can
also affect the microbicidal properties of neutrophils. However, some effects of
LPS on neutrophils may be secondary and linked to complement activation.
There are differences in LPS between different bacterial strains, but LPS
prepared by different methods from the same bacterial strain can also act
differently in an experimental situation (Wilson, 1985, Fenwick, 1990). The
biological activity of LPS released in vivo is also different from that of purified
LPS, due to interactions with serum proteins. Thus, the toxic effects of LPS on
leukocytes, platelets and the vascular endothelium that are observed in vitro
should be interpreted with caution.
Adhesins
A variety of adhesins, with receptors on a variety of cell types in different host
animals, have been described for the Pasteurellaceae family (van Alphen, 1995),
but not, so far, for equine actinobacilli. Electron microscopy of Actinobacillus
spp. isolated from swine showed no presence of fimbriae (Fodor et al., 1990). In
addition, no fimbriae were observed by electron microscopy of two Swedish
strains of Actinobacillus spp. from horses (Sternberg, unpublished results).
Iron acquisition

Iron is an essential growth factor for bacteria and a continuous iron supply is
necessary for electron transport, energy metabolism and DNA synthesis. Free
Fe3+ is not readily available in the bacterial environment. Most of the host’s iron
supply is intracellular and unavailable, and the extracellular iron is bound to host
glycoproteins such as transferrin and lactoferrin. Some bacteria produce
siderophores, compounds that chelate iron, but equine actinobacilli are
apparently incapable of siderophore production. Instead, they possess receptors
that bind host transferrin to the bacterial cell surface (Kirby et al., 1995).
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Leukotoxin

A common feature among the Pasteurellaceae is the ability to produce
leukotoxin. The leukotoxins in question belong to the RTX group (repeats in
toxins) of which the E. coll haemolysin (Hly) is regarded as the prototype (Welch
et al., 1992, Menestrina et al., 1994). These toxins contain highly conserved
regions of glycine-rich Ca2+-binding tandem repeats of amino acid peptide
sequences in the N-terminal portion of the structural toxin molecule
(Clinkenbeard et al., 1992, Welch et al., 1992, Menestrina et al., 1994,
Czupiynski, 1995). The toxic mechanism is similar to that of the complement
membrane attack complex, insertion of the hydrophobic portion of the toxin
molecule into the target cell membrane forms transmembrane pores, resulting in
colloid osmotic imbalance with subsequent swelling and cytolysis (Clinkenbeard
et al., 1992, Welch et al., 1992, Menestrina et al., 1994, Czuprynski, 1995). The
binding of the toxin molecule to the leukocyte is thought to be mediated by a
protein receptor (Brown et al., 1997) and once it is inserted into the bacterial
membrane, the toxin behaves as an intrinsic protein and cannot simply be washed
off (Menestrina et al., 1994). The lysis of leukocytes leads to the release of
lysosomal enzymes and subsequent tissue damage. Tissue damage may enhance
bacterial growth by providing a ready source of bacterial nutrients. The cytolytic
activity of RTX leukotoxins appears to be dose-dependent, with smaller
concentrations activating neutrophils and larger concentrations killing them
(Czuprynski et al., 1991, Maheswaran et al., 1992), and the existence of more
than one signal pathway responsible for activation and lysis, respectively, has
been suggested (Welch et al., 1992, Brown et al., 1997). Similar effects have
been observed with other leukocytes, but these have been less studied
(Czuprynski, 1995). However, it has been proposed that at least some of the
stimulatory effects observed in some experiments were caused by LPS present in
the toxin preparation, exerting its effect alone or in combination with leukotoxin
(Stevens and Czuprynski, 1995). A relationship between the production and
biological activity of RTX toxin and LPS has been suggested (Czuprynski, 1995).
The genes encoding the various RTX toxins are somewhat similar, with most of
the operons consisting of an A gene encoding the structural toxin, a C gene
encoding the protein required for the modification and activation of the A protein
product, and B and D genes encoding proteins required for transport and
excretion of the toxin molecule (Lo, 1990, Welch et al., 1992, Menestrina et al.,
1994, Van Ostaaijen et al., 1997). RTX genes and their toxin products have been
identified in various members of the Pasteurellaceae family, such as
Mannheimia (Pasteurella) haemolytica (Baluyut et al., 1981, Lo et al., 1987,
Strathdee and Lo, 1989), Actinobacillus pleuropneumoniae (van Leengoed et al.,
1989, Rycroft et al., 1991, Devenish et al., 1992, MacDonald and Rycroft, 1992,
Frey, 1995), Actinobacillus actinomycetemcomitans (Tsai et al., 1984,
Kolodrubetz et al., 1989) and A. suis (Burrows and Lo, 1992, Van Ostaaijen et
al., 1997). Some of these toxins, such as the M. haemolytica leukotoxin, are
species specific and only affect leukocytes from the usual host animal, while
others, such as the 3 toxins of A. pleuropneumoniae, affect leukocytes from other
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animals as well (Czuprynski, 1995). Comparisons of the RTX genes from
different bacterial species have shown that they are related (Strathdee and Lo,
1987, Lo, 1990, Welch et al., 1992) and known RTX genes have been used as
probes to identify RTX determinants in the genomes of other bacterial species
(Kuhnert et al., 1997). Such studies have demonstrated the presence of RTX
genes in equine actinobacilli (Lo, 1990, Burrows and Lo, 1992, MacDonald and
Rycroft, 1992), but so far no further attempts to clone, sequence and characterise
these determinants have been published.

Antimicrobial resistance
As many actinobacilli are susceptible to [3-iactams, penicillin treatment has been
recommended when Actinobacillus infection is suspected (Bredin, 1973).
Usually, as in the case of foal septicaemia, when therapy must be initiated before
culture results are available, penicillin is given in combination with an
aminoglycoside (Knight, 1978, Liu, 1980, Carter and Martens, 1986, Clabough,
1988, Brewer and Koterba, 1990). However, it should be kept in mind that the
temporal and geographic variations in antimicrobial susceptibility patterns are
substantial. For example, in 1949, the hope was expressed that streptomycin
would soon be available for the treatment of equine Actinobacillus infections
(Farrelly and Cronin, 1949) and by 1986, it was noted that aminoglycoside
resistance was becoming more and more common among bacterial isolates from
horses (Brewer and Koterba, 1986). Geographic variations in susceptibility
patterns may be due to differences in antimicrobial usage, but also differences in
movement and contact patterns of horses in different areas. A lot of variation is
seen in the reported susceptibility data of equine actinobacilli (Jang et al., 1987,
Snyder et al., 1987, Vaissaire et al., 1988, Lavoie et al., 1991, Ensink et al.,
1993, Goliand et al., 1994, van Duijkeren et al., 1995). However, it is often
impossible to compare these data due to the great variation in laboratory
techniques used and the way that results are presented.
Although generally susceptible to (3-lactams, the production of (3-lactamase has
been observed in several species of Pasteurellaceae, such as M. haemolytica
(Azad et al., 1992, Wood et al., 1995), P. multocida (Philippon et al., 1986), A.
pleuropneumoniae (Juteau et al., 1991, Chang et al., 1992), and Haemophilus
influenzae (Medeiros et al., 1986). The enzymes have been identified as being of
the ROB-1 type, with the encoding genes commonly residing on transferable
plasmids. There are various other types of p-lactamases, which vary in structure,
spectrum of activity, and stability (Livermore, 1996). The encoding genes appear
to vary in their expression in different bacterial hosts, resulting in different
minimum inhibitory concentrations (MIC) when they are transferred from one
bacterial species to another (Brive et al., 1977), something that might interfere
with the interpretation of transfer experiments.
Most figures regarding the prevalence of antimicrobial resistance concern
bacteria that are commonly found in clinical samples. Little information is
available on the resistance patterns in the predominant normal bacterial
microflora. However, in the case of opportunistic pathogens such as equine
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Actinobacillus spp. the strains that are present in the normal flora are the
potential disease-causing agents and therefore the susceptibility patterns of the
isolates from the normal flora may be of equal clinical interest. Due to the high
risk of side effects caused by disturbances of the intestinal microflora in this
animal species, only a limited range of antimicrobial substances are available to
horse practitioners. In view of this circumstance, it is important to monitor the
antimicrobial susceptibility patterns of horse pathogens.
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Aims of the present study
The overall aim of this work was to generate information regarding various
aspects of equine Actinobacillus spp. in general and, in particular, A. equuli as a
cause of foal septicaemia. This goal can be further specified as:
• To study the prevalence and epidemiology of A. equuli in the oral flora of
healthy horses.
• To investigate the molecular epidemiology of A. equuli and, by comparing
clinical isolates to isolates in the normal flora, to evaluate the phylogenetic
differences between A. equuli strains causing disease and those found in the
normal flora.
• To study the effects of culture supernatants of equine actinobacilli on equine
neutrophils, as an indicator of possible leukotoxin production in these
bacteria.
• To determine if Actinobacillus spp. present in the oral cavity of healthy horses
provoke an immune response in the host animal and if this immune response
is transferred from mare to foal.
• To demonstrate the patterns of antimicrobial susceptibility of Swedish isolates
of equine Actinobacillus spp., not only in order to provide a basis for
therapeutic choices, but also to emphasise the importance of resistance
monitoring of opportunistic bacteria.
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Comments on material and methods
Further details on the methods used are given in papers I-V.

Animals (Paper I, III, and IV)
Hie horses in the study all came from the Uppsala region and exhibited no signs
of clinical disease. The breed varied but the majority were either Swedish
Warmblood or Standardbred. Sampling was performed by the author or, in the
case of some of the newborn foals and their mothers, the horse owners who were
veterinarians. Blood samples were taken from the jugular vein with a
Vacutainer® tube and culture samples were taken using a cotton swab applied to
the buccal part of the oral cavity. Colostrum samples were taken by milking into
a sterile plastic tube. All experiments were approved by the Ethical Committee
for Animal Experiments, Uppsala, Sweden

Bacterial culture and identification (Papers I-V)
The clinical isolates, (i.e. bacteria isolated from horses with clinical disease)
were all derived from samples submitted to diagnostic laboratories and had been
previously identified by standard biochemical tests. All isolates were tested and,
if applicable, reclassified according to the categories shown in Table 1 in the
introduction. Isolates not matching any of these categories were designated
Actinobacillus sp. Oral samples from healthy horses were cultured on blood agar,
with and without the addition of 0.5 mg/1 of clindamycin. This concentration is
far below the minimum inhibitory concentration of any clinical isolate of
Actinobacillus spp. in this study, but enough to impair the growth of most Gram
positive bacteria, thereby facilitating the detection of Actinobacillus colonies.
This culture medium did not appear to inhibit the growth of the bacteria selected
for, in contrast to some of the more selective media used for other members of
the Pasteurellaceae family (Holm et al., 1987). Cultures were incubated at 37°C
in an aerobic environment and examined after 24 and 48 h. Isolates matching
Actinobacillus spp. (greyish, round colonies, small pleomorphic Gram-negative
rods) were further identified according to Table 1. In papers I and II, only A.
equuli sensu stricto and L-arabinose positive A. equuli strains were studied. The
reason for this was that these two subtypes are more commonly associated with
foal septicaemia in the Uppsala region, as compared to other Actinobacillus spp.

Pulsed-field gel electrophoresis (Paper I)
The characterisation of DNA by electrophoresis is limited by the difficulty in
obtaining suitable fragments of chromosomal DNA. Large DNA molecules in
solution are prone to shearing and agarose gel electrophoresis using constant
fields cannot resolve DNA molecules in the appropriate size range between 40
and 4000 kbp (Maslow et al., 1993). This limitation can be overcome by in situ
lysis of bacteria embedded in agarose and the subsequent digestion of DNA
directly in the agarose, with restriction enzymes that have rare recognition sites,
and separation of the resulting fragments in agarose gels by pulsed-field gel
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electrophoresis (PFGE). By PFGE, the total genomic DNA can be resolved into a
limited number of restriction fragments with distinct migration speeds. For the
PFGE of actinobacilli, fresh TSB broth cultures were washed, mixed with melted
agarose and lysozyme and allowed to set in the wells of a plastic mould. The
agarose plugs were then incubated overnight with lysozyme, followed by
proteinase K for 48 h, and subsequently digested with Sma\ (Life Technologies,
Inchinnan, UK) and Apal (Amersham Pharmacia Biotech, Uppsala Sweden), in
two separate experiments. The restriction fragments were separated by PFGE in a
1% agarose gel in a Gene Navigator system (Amersham Pharmacia Biotech,
Uppsala, Sweden). A separate program was used for each restriction enzyme,
after which the gel was stained with ethidium bromide and photographed under
ultraviolet light. Duplicate plugs were made after five repetitive subcultures on
blood agar, with both sets of plugs being used in the analyses, in order to
determine the reproducibility of the experiments.

Biochemical fingerprinting (Paper II)
Biochemical fingerprinting is a phenotyping method in which the kinetics of
several biochemical reactions are recorded in order to give a specific pattern for
each bacterial strain. The method used in this study was described by Kuhn
(1985) and has since been developed into a commercial system with 7 different
sets of tests for different bacterial species (Möllby et al., 1993). This so-called
Pheneplate (PhP) system (BioSys inova, Stockholm, Sweden) consists of
microtitre plates containing dehydrated biochemical substrates. The results from
the biochemical tests are obtained as spectrophotometric absorbance values that
are transformed into biochemical fingerprints by using a computer program. The
biochemical fingerprints can then be used for calculations of similarities and
clustering. In this study the PhP-48 plate, containing 48 biochemical tests
(including two control wells), was used. Bacteria were suspended in proteose
peptone substrate (PhP-CS), inoculated onto the plate and after incubating for 24
and 48 h, the absorbance was read at 620 nm. The results were analysed by using
the computer software package supplied by the PhP manufacturer.

Ribotyping (Paper II)
Typing systems based on biochemical traits have limitations because these traits
are often inconsistently expressed. Simple restriction fragment length
polymorphism (RFLP) analysis may be useful, but interpretation is difficult due
to the multitude of chromosomal fragments seen in the gel and subtle differences
may be obscured by the large number of bands. Transfer of the DNA fragments
to a nylon membrane and hybridisation with a probe for ribosomal RNA (rRNA)
genes reduces the number of bands and provides a typing method that is fairly
simple to evaluate. Ribosomal RNA genes are present in all bacteria and the
universal regions are highly conserved between different species. Thus, the E.
coli rRNA gene can be used as a probe for rDNA from other bacterial species.
Other methods for ribotyping also use variations in chromosomal positions or the
primary structure of rRNA genes, by PCR amplification of intergenic spacer
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regions or RFLP of amplified regions of rRNA genes, in order to group isolates
(Schmidt, 1994). DNA from cultures of Actinobacillus spp. was prepared by
phenol-chloroform-isoamyl alcohol extraction, digested with Tta/nHI and Pstl
(Amersham Pharmacia Biotech, Uppsala, Sweden), in separate experiments, and
separated on a 0.7% agarose gel by electrophoresis at 60 V (3.3 V/cm) for 16 h.
The A. equuli type strain ATCC 19392/NCTC 8529 was used as a standard and
placed in both the left and right outer lanes of all gels. The DNA was transferred
to a nylon membrane by Southern blotting and immobilised by baking at 80°C
for 30 min. A digoxigenin (Boehringer Mannheim, Mannheim, Germany)
labelled cDNA probe obtained by the reverse transcription of E. coli 16S and 23 S
rRNA as earlier described (Popovic et al., 1993) was used for hybridisation.
Detection was performed with antidigoxigenin conjugate and NBT/BCIP
staining.
The choice of restriction enzymes was made after the evaluation of experiments
with four different enzymes, namely £coRI, /findlll, Pstl and Tta/wHI. Pstl and
BtwzHI were found to give the most reasonable number of clearly discernible
bands and, therefore, these enzymes were used in the subsequent experiments.
These enzymes have been used by some other authors who ribotyped
Pasteurellaceae (Snipes et al., 1989, Carpenter et al., 1991, Alaluusua et al.,
1993, van Steenbergen et al., 1994). The decision to use two different enzymes
was based on earlier reports of variability in the clustering of Pasteurellaceae
depending on the enzyme used (Snipes et al., 1992), as well as the fact that both
Pstl and Tta/nHI gave patterns with a fairly low number of bands.

Clustering methods (Papers I and II)
The PhP software package used for the biochemical fingerprinting measured
phenotypic diversity using Simpson’s index of diversity (Simpson, 1949).
Dendrograms were constructed by UPGMA (unweighted pair group method with
arithmetic mean) clustering, with the identity level set at 0.98, i.e. isolates with a
correlation coefficient of 0.98 or more were classified as the same phenotype.
Dendrograms for the strains subjected to PFGE and ribotyping were also
constructed by UPGMA clustering, using the computer software package Gel
Compar (Applied Maths, Kortrijk, Belgium). UPGMA is a frequently used
clustering strategy that is fairly quick and simple (Sneath and Sokal, 1973). A
matrix of correlation coefficients is used to generate a dendrogram in which the
two, or more, strains with the highest correlation value are grouped into a unit
with a connection, or branch point, corresponding to that value on the horizontal
axis of the dendrogram. The process continues in the direction of lower
correlation values by searching for the strain-strain, strain-unit or unit-unit with
the next highest value. As units consist of two or more strains, branch points are
determined by the average correlation value between members of a unit and the
strain or unit with which it is paired. Thus, the larger the unit, the less accurate
the pairing with a new strain, and it has been recommended that dendrograms for
less closely related strains should be treated with considerable caution (Seward et
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al., 1997). Different clustering methods give rise to substantially different
dendrograms. Clustering should be regarded as a way of getting an overall view
of the similarity between strains, not a definite answer to the question of strain
relatedness.

Preparation of culture supernatants (Paper III)
Five strains of A. equuli sensu stricto and one haemolytic strain of Bisgaard’s
taxon 11 subtype 1 were used in the neutrophil experiments. Culture supernatants
were prepared by culturing Actinobacillus strains in RPMI 1640 cell culture
medium without L-glutamine. One control tube containing sterile RPMI was run
in parallel to the inoculated tubes. The tubes were incubated with gentle shaking
at 37°C for approximately 6 h, until the phenol red pH indicator of the medium
began to change colour. In other members of the Pasteurellaceae family, the
production of leukotoxin appears to reach maximum in early log phase (Burrows
and Lo, 1992, Clinkenbeard et al., 1992), after culturing for approximately 6 h
(MacDonald and Rycroft, 1992). After centrifugation, supernatants were
collected and passed through sterile filters with a pore size of 0.2 pm. The pH of
the filtered supernatants was then adjusted to 7.2 ± 0.2 (equal to that of the
control) with NaOH. This crude preparation was used in the neutrophil function
assays.
The supernatant would be expected to contain various bacterial metabolites, and
LPS, that may have interfered with the experiment. However, this simple method
of preparation has been used previously, in studies of M. haemolytica leukotoxin
(Baluyut et al., 1981, Rosendal et al., 1988, Czuprynski and Noel, 1990), and it
was judged that it would suffice for the initial study of leukotoxic effects. The
problem of obtaining toxin preparations free of LPS has been discussed
(Czuprynski, 1995), as RTX toxins are labile in vitro (Clinkenbeard et al., 1992,
Devenish et al., 1992), but it has been proposed that this is less important in
neutrophil studies as LPS does not generally activate neutrophil effector
functions (Czuprynski, 1995). In other studies on leukotoxins of Pasteurellaceae,
heat inactivation at 60°C for 30 min (Baluyut et al., 1981, Rycroft et al., 1991) or
65°C for 2 h (Stevens and Czuprynski, 1995) has been used to determine the heat
stability of leukotoxic effects. As LPS is heat stable, the elimination of
leukotoxic effects by heat inactivation is usually interpreted as a heat labile
leukotoxin having produced these effects. In this study, heat inactivation at 65°C
for 2 h was used.

Flow cytometry (Paper III)
Manual analysis of the phagocytic capacity of neutrophils is laborious, time
consuming and not always reliable, as there is a limit to the number of
neutrophils that can be microscopically evaluated objectively. Flow cytometry
(fluorescent-activated cell sorting, FACS) can be used for the rapid analysis of
the properties of individual cells in suspension. The cells are passed through a
laser beam and the light scattered by the cells indicates their size and internal
complexity. If neutrophils are exposed to fluorescent opsonized yeast cells, the
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kinetics of attachment and ingestion can be studied. In this study, neutrophils
from healthy foals and adult horses were exposed to Actinobacillus culture
supernatants for 30 min at 37°C and subsequently allowed to phagocytose
fluorescein labelled yeast cells, prior to analysis by flow cytometry. Neutrophils
were prepared from whole blood with EDTA to which NH4CI solution had been
added, in order to lyse erythrocytes, and subsequent washing in buffer. In the
phagocytic assay, data from 50 000 events were collected for each sample. The
proportion of phagocytic neutrophils was calculated as the percentage fluorescent
granulocytes (i.e. granulocytes with engulfed yeast particles) out of all
granulocytes. The total number of neutrophils was calculated as the total number
of granulocytes among 50 000 events. To estimate the within-method variation a
separate FACS assay was performed, with four separate controls (RPMI medium
only) and cells from 2 different horses.

Chemiluminescence (Paper III)
The stimulation of phagocytosis of granulocytes results in degranulation and the
production of H2O2 and free oxygen radicals, a process that can be measured by
the chemiluminescence (CL) assay. By exposing neutrophils to opsonized
zymosan particles in the presence of luminol and measuring the light emission in
a luminometer, an estimate of the neutrophil respiratory burst can be obtained.
The CL assay has been used for evaluating the effects of M. haemolytica
leukotoxin on bovine neutrophils (Czuprynski and Noel, 1990). In the present
study, neutrophils from healthy foals and adult horses were exposed to
Actinobacillus culture supernatants for 30 min at 37°C and subsequently
subjected to the CL assay. Light emission, measured in relative light units
(RLU), was monitored at intervals of 45 s for 60 cycles at a temperature of 38°C,
in ä 96-well microtitre plate. The area under the curve (AUC) for the
luminescence during the 60 cycles was recorded. All samples were run in
triplicate, and the mean value for each triplicate was calculated. The withinmethod variation of the assay was determined by running duplicate controls in
six experiments. Comparisons were also made between the effect of
Actinobacillus spp. supernatants and heat inactivated supernatants, supernatants
from the culture of a haemolytic E. coli, and purified E. coli LPS (Sigma
Chemical Co., St Louis, USA).

Antigen preparation (Paper IV)
There are various methods for antigen preparation, such as heat extraction,
sonication, LiCl extraction or the addition of a detergent such as Tween, Triton-X
or sodium desoxycholate, and many of these have been used for actinobacilli
(Vallee et al., 1974, Kim, 1976, Rycroft and Taylor, 1987, Rycroft et al., 1998).
Neutral detergents such as Tween or Triton-X are somewhat less efficient than
sodium desoxycholate, but too much sodium desoxycholate in the gel may
interfere with the antigen-antibody reaction (Johansson and Wroblewski, 1983).
In the present study, the sodium desoxycholate method was chosen, as it is easy
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to perform and worked better than sonication or heat extraction when tested by
immunodiffusion with equine Actinobacillus spp. In short, fresh culture material
was dissolved in PBS without Ca2+ and Mg2+ and sodium desoxycholate was
added to a final concentration of 1% (w/vol). After vortexing, the mixture was
kept at 8°C for 6 h. After centrifugation, the supernatant was used directly for
immunodiffusion.

Immunodiffusion (Paper IV)
Various methods have been used for the detection of antibodies against
Actinobacillus spp. Double immunodiffusion was chosen because it is simple and
informative, easy to interpret, and suitable for situations in which both the
antibody and antigen concentrations are unknown (Johnstone and Thorpe, 1982).
As concentration gradients of antibody and antigen are automatically formed by
the diffusion process, a precipitate will form somewhere between the wells,
provided that the equivalence concentration is obtained at some point in the
overlapping gradients. Agar gel immunodiffusion (AGID) was performed in
commercially available agarose plates (Auto I.D.®, Immunoconcepts,
Sacramento, USA). Na-desoxycholate, at a final concentration of 1% (w/vol) was
added to the colostrum samples before application, as this was found necessary to
achieve diffusion of the colostrum. All isolates from each mare-foal pair were
tested against the sera of both mare and foal, as well as the colostrum. AGID
plates with serum samples were incubated at room temperature for up to 48 h and
checked every 12 h for the presence of precipitation lines. Plates with colostrum
samples were incubated at 37°C for the first 24 h, as this was found to improve
the diffusion of colostrum from the wells, and subsequently at room temperature
for another 24 h, with checking for precipitation lines every 12 h. Initially, for the
first two mare-foal pairs, all analyses were performed in duplicate, but as no
difference could be detected between the results from duplicate experiments, the
subsequent analyses were generally performed only once. However, in the cases
where differences between the mare and foal serum were detected, the entire
analysis, including the antigen preparation, was repeated, to ensure that the
detected difference was reproducible.

Determination of antimicrobial susceptibility (Paper V)
The most common methods used for determining antimicrobial susceptibility are
disk diffusion and microdilution. Disk diffusion is a qualitative method and
microdilution is a quantitative method, providing minimum inhibitory
concentration (MIC) values. The tested organism is usually classified as either
susceptible (S), intermediate (I) or resistant (R) to the substance in question. This
classification is clinically useful, but provides little information about the
distribution of MIC values within bacterial populations. Knowledge of this
distribution is essential for evaluating the prevalence of acquired resistance. In a
homogeneous bacterial population, the MIC values for each antimicrobial
substance tested would be expected to follow a normal distribution. If the peak of
the curve were close to the break-point value used, a certain proportion of the
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population would end up on the ”wrong” side of the break-point and,
consequently, be classified in another group of the S-I-R system than the other
bacteria sharing the same features. The microbiological break-point is the MIC
value that separates the normal population from the bacteria with acquired
resistance. Sometimes, susceptibility data is presented in the form of MICS0 and
MICgo values, i.e. the MIC values at which 50% and 90% of the isolates,
respectively, are susceptible. This information is of little value for the
comparison of resistance patterns and the prevalence of resistance. In the present
study, MIC values were determined by use of a commercial microdilution
system, SVA VetMIC®+/- (National Veterinary Institute, Uppsala, Sweden),
Approximately 103-104 CFU (colony forming units) of bacteria in Mueller
Hinton broth supplemented with 1% (vol/vol) IsoVitalex® enrichment (Becton
Dickinson Microbiology Systems, New Jersey, USA) were inoculated into each
well of the VetMIC® plate. This plate contains dried two-fold dilutions of 17
antibacterial substances: penicillin, ampicillin, oxacillin, cephalotin, enrofloxacin, erythromycin, neomycin, streptomycin, spiramycin, clindamycin, fusidic
acid, gentamicin, oxytetracycline, trimethoprim-sulfa (1:20), sulfamethoxazole,
chloramphenicol and nitrofurantoin, plus a set of control wells containing the
(dried) buffers used to dilute the antimicrobials. After inoculation, the plate was
covered with plastic tape and incubated at 37°C for 16-18 h. The results were
read as either growth or no growth, where the lowest concentration found to
impair growth was recorded as the MIC value.

Isoelectric focusing (Paper V)
Isoelectric focusing (IEF) is a method for protein separation in which the protein
molecules become aligned as sharp bands at their isoelectric points in an
electrophoretically produced pH gradient. P-lactamase proteins can be visualised
by adding a substrate that changes colour after degradation by P-lactamase. A
high degree of resolution is obtained, as focusing is caused by forces that act
against diffusion and proteins are therefore concentrated in narrow bands during
the separation. IEF has frequently been used for the analysis of P-lactamases
(Matthew and Harris, 1976, Labia and Barthelemy, 1977, Olsson Liljequist et al.,
1980, Marre et al., 1982, Saino et al., 1982, Azad et al., 1992). The presence of
satellite bands is not uncommon and it has been suggested that the pattern of
satellite bands changes if the p-lactamase gene is transferred to a different
bacterial host (Labia et al., 1976, Brive et al., 1977) and therefore comparisons
should always be made between enzymes from the same host strain, but other
authors have disputed this statement (Matthew et al., 1975). In the present study,
the bacterial cells were sonicated and the sonicated preparations were
centrifuged. The P-lactamase activity of the supernatants as well as the pellets
was analysed by IEF, using a commercial system, Ampholine PAGplate, pH 3.5
9.5 (Amersham Pharmacia Biotech, Sweden). Detection of p-lactamase activity
was performed by staining the gel with the chromogenic P-lactam nitrocefin.
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Plasmid analysis (Paper V)
There are various methods for the preparation of plasmids (Aldrich Meyers et al.,
1976, Kado and Liu, 1981). Plasmid DNA can be separated from chromosomal
DNA by methods based on its smaller size, or based on the fact that covalently
closed circular DNA is not, like chromosomal DNA, denatured by SDS treatment
at an elevated temperature. In the present study a commercially available system
for rapid plasmid preparation, Wizard™ Miniprep (Promega, Madison, USA),
was used. In this system, the bacterial cells are lysed and plasmid DNA is eluted
from a minicolumn. Electrophoresis was used for the detection of plasmids
within the size range 0.8-11 kb. The size range was selected based on findings in
other studies of Pasteurellaceae, where the P-lactamase genes have been found
on plasmids ranging in size between 2 and 7 kb (Juteau et al., 1991, Azad et al.,
1992).
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Results and discussion
Source of infection - prevalence and epidemiology of A. equuli
and other equine Actinobacillus spp. in the oral flora of healthy
horses (Papers I, II and IV)
From the results obtained in the investigations of the equine oral flora, it would
appear that the oropharynx of healthy horses is the likely origin of the causative
bacteria in most neonatal Actinobacillus infections and that all foals are exposed
to this type of bacteria immediately after birth. The complexity of Actinobacillus
spp. in the normal flora of the oral cavity was reflected in the culture results from
mares and their newborn foals, where a variety of subtypes were isolated from
most horses. The oral flora of the foal was usually very similar to that of the
mare, indicating an immediate colonisation of the oropharynx of the foal shortly
after birth. In the prevalence study, A. equuli could be isolated from horses on all
farms, varying in frequency between 12 and 88% on different farms. All samples
yielded growth of some type of Actinobacillus spp., and usually several different
phenotypes could be isolated from the same horse. The overall prevalence of A.
equuli sensu stricto and L-arabinose positive A. equuli was very similar, although
there were some variations between the different farms. On one farm, where the
horses were sampled repeatedly during one week, isolation frequencies varied
substantially between different sampling occasions. This may be explained by the
sampling of only a small part of the mouth on each occasion, as the composition
of the microflora in this spot may change quite rapidly over time. Several
samples taken from different parts of the oral cavity on every sampling occasion
might have given a less variable result. However, it is highly likely that this
sampling would have demonstrated a 100% prevalence of A. equuli in the oral
cavity of the horses on most farms. Due to the complexity of the normal flora and
the consequent likelihood of missing A. equuli in a single sample, as well as the
very high prevalence of this bacterial species on most farms, it was not possible
to identify herds or mares with a higher risk of A. equuli infections in their foals.
The PFGE analysis emphasised the complexity displayed in the culture results,
indicating that there was no herd infection with A. equuli, but that many different
strains were present in different horses within the same population and also in the
same horse. Some strains that were phenotypically identical and isolated from the
same horse were found to differ in their PFGE patterns. Horses that were in daily
contact were sometimes found to carry the same strain, but no strain dominated
on any particular farm. The clustering of different band patterns showed a great
variability, and no clustering of strains from horses on the same farm was
observed. Most strains displayed less than 50% similarity, and the most similar
ones came out as a 70% match. No phylogenetic differences between clinical
isolates and normal flora isolates could be detected by ribotyping and
biochemical fingerprinting of isolates of A. equuli sensu stricto and L-arabinose
positive A. equuli from clinical samples and from the oral cavity of healthy
horses. This observation indicates that clinical disease might be caused by any
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strain found in the normal flora providing there is no, as yet undiscovered,
virulence gene distinguishing strains with pathogenic potential from less
pathogenic strains.

Virulence factors - effects of culture supernatants on equine
neutrophils (Paper III)
Bacterial culture supernatants of equine Actinobacillus spp. appeared to contain
leukotoxic metabolites, as they caused an average decrease of 22% in the total
number of granulocytes in the FACS assay (p<0.01), and an average decrease of
26% in light emission in the CL assay (p<0.001). Supernatants from the
haemolytic taxon 11 strain appeared to contain either a higher amount or more
potent leukotoxic metabolites as long as its haemolytic activity was expressed,
causing a 44% decrease in the total number of granulocytes (p<0.01) and a 52%
decrease in light emission (p<0.01). This effect was abolished by heat treatment.
Heat treatment had a smaller effect on the leukotoxic activity of supernatant from
one of the A. equuli strains and no effect at all on another. One of the RTX toxins
from A. pleuropneumoniae is reportedly stable for 5 min at 60°C but inactivated
at 100°C (Rycroft et al., 1991). However, that would not necessarily be the case
for other RTX toxins. The culture supernatants used in this study would be
expected to have contained a substantial amount of LPS. LPS might, by
stimulating adhesiveness, cause neutrophils to adhere to each other or to the
walls of the test tubes and, consequently, cause a reduction in the number of free
granulocytes in the cell suspension. However, it is possible that the manipulation
and shifting of temperature during incubation already caused maximum
stimulation of neutrophil adhesiveness, and that the addition of an unknown
quantity of LPS might not have made any substantial difference in this respect.
Purified LPS at a concentration of up to 30 mg/1 reduced the AUC value in the
CL assay, but the effect was less than that of Actinobacillus supernatants. Thus,
at least some of the effect on the neutrophils can be explained by the presence of
endotoxin in the culture supernatant. Halfway through the study, the haemolytic
strain ceased to express haemolysis, which led to a reduction in the leukotoxic
effect of the supernatant. The loss of haemolytic activity after subculture or
storage of actinobacilli has been noted by other authors ( Hughes, 1972, Carman
and Hodges, 1982). Evaluation of the stability of the methods used revealed that
within-method variation was substantial, but still far less than the observed
effects. Despite these variations, the overall effect was a reduction in the total
number of granulocytes and AUC values, which supports the theory that equine
Actinobacillus spp. do produce one or more types of leukotoxic metabolites. The
leukotoxic effects were mainly reflected in the decreased survival of neutrophils
and not in neutrophil functions.
Further studies, such as the characterisation of different metabolites present in
the culture supernatants from equine Actinobacillus spp., are required in order to
explain the exact cause of the effects observed in this study. Examination of
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bacterial isolates for the presence of RTX genes would be necessary in order to
determine the possible existence of a leukotoxin and its presence in different
strains. An initial screening of three of the strains used in this study, with various
RTX gene probes under different hybridisation conditions, has demonstrated a
signal for one of the A. pleuropneumoniae RTX toxin genes, with DNA from the
haemolytic taxon 11 strain, while for the two A. equuli strains tested the results
were doubtful.

Prophylaxis and treatment - immunoglobulin and antimicrobials
(Papers IV and V)
The results of the AGID testing indicate that an immune response to
Actinobacillus spp. colonising the oral cavity is present in many adult horses and
that this immune response is transferred from mother to foal via colostrum. Thus,
an adequate intake of colostrum would be expected to protect the foal from most
of the Actinobacillus spp. present in the oral cavity of the dam, providing that the
presence of specific antibody would suffice in protecting a normal foal from
Actinobacillus infection. It has been suggested that a humoral immune response
is the most important in the protection from infections by members of the
Pasteurellaceae family (Biberstein, 1990), so the presence of antibody may be
crucial to the foal. Antibodies against 48 out of the 77 Actinobacillus isolates
from all horses in the study were present in the respective sera of 13 mares and 9
foals. In 11 out of all 15 mother-foal pairs, the antibody content of the foal serum
was similar to that of the mare, although in some cases differing for 1-2 bacterial
strains. In 9 cases this was reflected in the antibody content of colostrum from
the mare. In 7 colostral samples, some of the antibodies found in the serum of the
mare and foal could be detected, but many of the colostral samples were difficult
to analyse due to auto-precipitation. Twenty-four of the 48 antibody types found
in the serum of the mare and/or the foal were not detected in colostrum. This
could be explained by methodological problems, such as auto-precipitation, that
may have impaired the detection of antibodies present in some of the colostrum
samples.
In one foal sample, taken only 1 h after intake of colostrum, the antibody
detected in mare serum and colostrum was absent. This corresponds to the
findings in other studies (Jeffcott, 1974c), in which it took about 3 h for
molecules absorbed via colostrum to reach the blood of the foal. Other variations
between the sera from mares and their foals may be due to a true difference in
immune response, or merely a difference in antibody concentration, with some
samples falling below the detection level of the AGID test. There was no subtype
of Actinobacillus spp. that appeared more likely to provoke an antibody response.
Apart from one strain of Branhamella sp. found in one horse, no immune
response could be detected against any other bacteria. However, the failure to
detect antibodies against other bacteria does not necessarily prove the absence of
such antibodies. The AGID method has a limited sensitivity and the method used
for antigen preparation may not have been optimal for other types of bacteria.
However, as the focus of this study was on the Actinobacillus spp., this must be
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regarded as a minor problem. It is not certain that all antigens expressed in vivo
will be expressed by bacteria cultured in vitro, and vice versa. Until this question
is answered, if ever, it must be assumed that antigens against which antibody can
be detected in vitro are also expressed in vivo. However, structural and antigenic
characteristics may vary between bacterial growth stages, as has been shown for
A. pleuropneumoniae (Fenwick, 1995), and some equine IgG molecules may
only be capable of precipitating when the antigen-antibody concentration is
exactly right (Dudan et al., 1990). Hence, some immune response may have
remained undetected by the techniques used in this study.
The results of the antimicrobial susceptibility testing suggest that resistance
against commonly used antimicrobial substances is present among Swedish
strains of equine Actinobacillus spp., albeit so far only in a minority of the
population. This emphasises the need for susceptibility testing, even though the
antibiograms were very similar for most strains studied. When tested against
penicillin, ampicillin, trimethoprim-sulfa and streptomycin, small groups of
strains with what appeared to be acquired resistance could be identified. The
frequent use of these substances in Swedish equine practice would be expected to
exert a selective pressure for resistant strains among Actinobacillus spp. in the
normal flora of the horse. Considering the fact that only two strains of the 150
included in this study were resistant to trimethoprim-sulfa, the practice adopted
at the horse clinic of the Faculty of Veterinary Medicine in Uppsala, of using a
combination of penicillin and trimethoprim-sulfa as the first-choice treatment for
septicaemic foals, must still be deemed likely to be effective as far as the
actinobacilli are concerned. However, it is worth noting that the two strains
resistant to trimethoprim-sulfa were also resistant to penicillin, even though [3lactamase production was not detected in these two strains. Both of these strains
were isolated from healthy horses. The majority of the penicillin-resistant strains
produced P-lactamase, which may be of clinical value since P-lactamase can be
quickly detected with the aid of a nitrocefin disc, before the results of a full
susceptibility test are available. There was some correlation between penicillin
resistance and resistance to other antimicrobials, with eight of the penicillin
resistant strains also being resistant to either trimethoprim-sulfa or streptomycin.
This observation suggests that the rapid detection of P-lactamase may give an
indication as to the presence of other resistance traits. The six strains with
acquired resistance to streptomycin were all found in the group with acquired
resistance to penicillin. All these strains produced P-lactamase. The P-lactamases
appeared to be bound tightly to the cell wall, thereby frustrating any further
characterisation by IEF. Plasmids of approximately 3 kb were found in 4 out of 7
P-lactamase producing strains submitted to plasmid analysis, indicating the
possible presence of plasmid-mediated P-lactamase in these strains. A rapid
spread of p-lactamase genes among equine Actinobacillus spp. may lead to future
problems, not only due to therapeutic failure. In areas where prophylactic
treatment of neonatal foals with penicillin is common, selection for P-lactamase
producing strains may lead to an increase in neonatal Actinobacillus infections.
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Subtyping of equine Actinobacillus spp. - PFGE, ribotyping,
biochemical fingerprinting and antibiograms (Papers I, II and V)
In the present study, various typing methods were used. The phenotypic methods,
biochemical fingerprinting and antimicrobial susceptibility testing, were less
discriminatory but biochemical fingerprinting could be useful for the
characterisation of unrelated strains. The DNA-based methods, PFGE and
ribotyping, had a high discriminatory power, which is useful in epidemiological
investigations. With PFGE, the analysis of duplicate plugs made from different
subcultures showed that the method gave highly reproducible results. The two
restriction enzymes gave different band patterns, but strains that were identical
with one enzyme were also identical with the other, indicating that the results
were reliable and that PFGE worked well for the detection of isolates belonging
to the same clone. By ribotyping, Ba/wHI digestion gave a total of 33 different
ribotypes of which 14 contained more than one strain, with the lowest clustering
level at 13%, while Pstl gave 48 different ribotypes of which 23 contained more
than one strain, and the lowest clustering level at 18% similarity. Both enzyme
digestions resulted in an average number of 5-6 bands. This low number of bands
may have contributed to the low level of overall similarity obtained by
ribotyping. If the total number of bands is small, each band difference will have a
comparatively large impact on the overall similarity between the strains
compared. Moreover, as has been previously discussed, the clustering of strains
with a low similarity is not reliable. Most strains investigated were
epidemiologically unrelated, which would also be expected to result in a
dendrogram with many branches and a low overall similarity. There was no
distinct clustering of epidemiologically related strains, such as the normal flora
isolates from horses on the same farm. This data corresponds to the results
obtained by PFGE analysis, but as PFGE has a higher resolution, ribotyping
might have been expected to show more distinct clusters if some relatedness
existed. The correlation between the band patterns obtained with the two
different restriction enzymes was poor. Only a few groups of strains were
characterised as the same type, i.e. belonging to the same ribotype, by both
enzyme digestions. This further emphasises the great overall variability of the
strains studied. By biochemical fingerprinting, a total of 26 different phenotypes
were identified, 8 of which contained more than one strain, with the lowest
clustering level at 83% similarity. The correlation between the phenotypes,
obtained by biochemical fingerprinting, and the ribotypes was poor. This was not
unexpected, as the use of typing methods based on different features, such as the
location of rRNA genes together with the sequences of restriction enzyme
recognition sites, and metabolic activity, would most likely result in the
identification of a large variety of subtypes. Subtyping by antimicrobial
susceptibility testing does not appear to be very useful for the purpose of
investigating strain relatedness, mainly due to the frequent exchange of some
resistance traits between different bacteria, making susceptibility patterns very
variable over time. Moreover, the strains included in this study exhibited very
similar antibiograms with little correlation to either the biochemical subtype or
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the source of the isolates. A certain degree of discrepancy between the strains
from clinical samples and strains from healthy horses might have been expected,
as many clinical samples were from horses in an antibiotic-dense environment
such as a clinic. However, the size of the material may have been too small for
detecting subtle differences.
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Conclusions
• The prevalence of Actinobacillus spp. in the normal flora of healthy horses is
high, but may vary substantially over time, and most, if not all, horses are
carriers.
• So far, there is no evidence of any difference in the pathogenic potential
between various subtypes of Actinobacillus spp. or between different strains.
The overall phenotypic and genotypic similarity between different clinical
isolates, and between isolates from the normal flora, is no greater than the
overall similarity between all types of isolates.
• Equine Actinobacillus spp. produce metabolites that exhibit toxic effects on
equine neutrophils. The type and/or potency of such metabolites appear to
vaiy between strains. Some metabolites may be related to the RTX toxins
present in other species of the Pasteurellaceae family.
• Actinobacillus spp. carried in the oropharynx of healthy horses provoke a
humoral immune response in the host animal, that can be transferred from
mares to their foals via colostrum. This observation indicates that prompt and
successive passive transfer of colostral antibodies is of specific importance in
protecting the neonatal foal from Actinobacillus infections.
• Actinobacillus spp. from Swedish horses exhibit similar antimicrobial
susceptibility profiles and are generally susceptible to substances used in
equine practice. However, the possible presence of plasmid-mediated [3lactamase in this bacterial population may change this situation.
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Suggestions for future studies
Further studies on equine Actinobacillus spp. should include the search for
virulence attributes. The characterisation of a possible RTX gene that could be
used as a probe may assist in the differentiation between strains with different
pathogenic potential. The effects of the product of such an RTX gene on equine
leukocytes as well as leukocytes from other animal species could be studied by
specific staining, and by electron microscopy. The possible existence of other
leukotoxic metabolites should also be investigated.
Comparison of LPS from equine Actinobacillus spp. and LPS from other bacteria
may give an indication as to whether LPS could be regarded as a virulence
attribute for Actinobacillus spp. Moreover, purified LPS, prepared by various
methods, from equine Actinobacillus spp. should be included in leukocyte
experiments.
Adhesive factors should also be investigated. For this purpose, study of the
interaction between bacteria and cultured cells, and comparative investigations of
known adhesins from related bacteria such as A. actinomycetemcomitans could
be used. Adhesive factors might also be identified after the culture of bacteria
under in vzvo-like conditions, such as tissue chambers.
Further characterisation of the |3-lactamase found in some strains in this study
may clarify whether it is plasmid-mediated or transferable by some other
mechanism, and if it is related to similar enzymes found in other members of the
Pasteurellaceae family. This could be achieved by the identification of the
encoding genes, by already established methods for probing and PCR, and by
transfer experiments.
Further serological investigations, of foals with Actinobacillus infections and
their dams, would be of particular interest if the results could be correlated to
information regarding the time of colostrum intake, the Ig content of the
colostrum and the presence of predisposing stress factors. The isolates from
mares and foals that were found to provoke an immune response in the host
animals, should be further investigated for the identification and characterisation
of antigenic determinants. Such knowledge would be useful in the planning of
prophylactic measures against Actinobacillus spp. infection.
The effects of different prophylactic and therapeutic measures could also be
evaluated. This might involve field studies/clinical trials on farms frequently
affected by foal septicaemia and/or experimental infection models.

45

References
Al Darraji, A. M., L. S. Al Bassam, and K. H. Zenad. 1989. Pyosepticemia in Arabian
foals naturally infected with Actinobacillus equuli. Indian Vet. J. 66:589-592.
Al Mashat, R. R., and D. J. Taylor. 1986. Bacteria in enteric lesions of horses. Vet. Rec.
118:453-458.
A laluusua, S., M. Saarela, H. Jousimies Somer, and S. Asikainen. 1993. Ribotyping
shows intrafamilial similarity in Actinobacillus actinomycetemcomitans isolates. Oral
Microbiol. Immunol. 8:225-229.
Aldrich Meyers, J., D. Sanchez, L. P. Elwell, and S. Falkow. 1976. Simple agarose gel
electrophoretic method for the identification and characterization of plasmid
deoxyribonucleic acid. J. Bacterio!. 127:1529-1537.

Allen, G. K., E. M. Green, J. A. Robinson, H. E. Gamer, W. E. Loch, and D. M. Walsh.
1993. Serum tumor necrosis factor alpha concentrations and clinical abnormalities in
colostrum-fed and colostrum-deprived neonatal foals given endotoxin. Am. J. Vet. Res.
54:1404-1410.
Ameh, J. A., P. B. Addo, J. O. Adekeye, and E. O. Gyang. 1993. Prevalence of clinical
mastitis and of intramammary infections in Nigerian goats. Prev. Vet. Med. 17:41-46.

Angen, 0., R. Mutters, D. A. Caugant, J. E. Olsen, and M. Bisgaard. 1999. Taxonomic
relationships of the [Pasteurella] haemolytica complex as evaluated by DNA-DNA
hybridizations and 16S rRNA sequencing with proposal of Mannheimia haemolytica
gen. nov., comb, nov., Mannheimia granulomatis comb, nov., Mannheimia glucosida
sp. nov., Mannheimia ruminalis sp. nov. and Mannheimia varigena sp. nov. Int. J. Syst.
Bacteriol. 49:67-86.

A zad, A. K., J. G. Coote, and R. Parton. 1992. Distinct plasmid profiles of Pasteurella
haemolytica serotypes and the characterization and amplification in Escherichia coli of
ampicillin-resistance plasmids encoding ROB-1 p-lactamase. J. Gen. Microbiol.
138:1185-1196.

B ada, R., K. R. Mittal, and R. Higgins. 1996. Biochemical and antigenic relationships
between porcine and equine isolates of Actinobacillus suis. Vet. Microbiol. 51:393-396.
Bailey, G. D., and D. N. Love. 1991. Oral associated bacterial infection in horses: studies
on the normal anaerobic flora from the pharyngeal tonsillar surface and its association
with lower respiratory tract and paraoral infections. Vet. Microbiol. 26:367-379.

Bain, A. M. 1963. Common bacterial infections of foetuses and foals and association of
the infection with the dam. Austr. Vet. J. 39:413-422.

Baker, J. P. 1972. An outbreak of neonatal deaths in foals due to Actinobacillus equuli.
Vet. Rec. 90:630-632.

B aluyut, C. S., R. R. Simonson, W. J. Bemrick, and S. K. Maheswaran. 1981. Interaction
of Pasteurella haemolytica with bovine neutrophils: identification and partial
characterisation of a cytotoxin. Am. J. Vet. Res. 42:1920-1926.
Banks, K. L. 1982. Host defense in the newborn animal. J. Am. Vet. Med. Assoc.
181:1053-1055.

Bath, G. F. 1979. Nephritis associated with Actinobacillus equuli in the Cape mountain
zebra. Koedoe. 22:215-216.
46

Baum, K. H., S. J. Shin, W. C. Rebhun, and V. H. Patten. 1984. Isolation of
Actinobacillus lignieresii from enlarged tongue of a horse. J. Am. Vet. Med. Assoc.
185:792-793.

Bayly, W. M., S. M. Reed, J. H. Foreman, J. L. Traub, and R. M. McMurphy. 1982.
Equine bronchopneumonia due to Bordetella bronchiseptica. Equine Pract. 4:25-32.
Belknap, J., W. Arden, and B. Yamini. 1988. Septic periorchitis in a horse. J. Am. Vet.
Med. Assoc. 192:363-364.

Bell, J. C. 1973. Actinobacillus equuli infection in pigs. Vet. Rec. 92:543-544.

Bercovier, H., F. Escande, and P. A. Grimont. 1984. Biological characterization of
Actinobacillus species and Pasteurella ureae. Ann. Microbiol. (Inst. Pasteur)
135A:203-18.
B emoco, M. M., I. K. M. Liu, and N. H. Willits. 1994. Hemolytic complement activity
and concentrations of its third component during maturation of the immune response in
colostrum-deprived foals. Am. J. Vet. Res. 55:928-933.

Biberstein, E. L. 1990. Our understanding of the Pasteurellaceae. Can. J. Vet. Res.
54:S78-S82.
'
Bisgaard, M. 1982. Isolation and characterization of some previously unreported taxa
from poultry with phenotypical characters related to Actinobacillus- and Pasteurella
species. Acta Pathol. Microbiol. Immunol. Scand. B. 90:59-67.
Bisgaard, M., K. Piechulla, Y. T. Ying, W. Frederiksen, and W. Mannheim. 1984.
Prevalence of organisms described as Actinobacillus suis or haemolytic Actinobacillus
equuli in the oral cavity of horses. Comparative investigations of strains obtained and
porcine strains of A. suis sensu stricto. Acta Pathol. Microbiol. Immunol. Scand. B.
92:291-298.
Bisgaard, M. 1995. Taxonomy of the family Pasteurellaceae, p. 1-7. In: Haemophilus,
Actinobacillus and Pasteurella, W. Donachie, F. A. Lainson, and J. C. Hodgson (ed.).
Plenum Press, New York.

Blackall, P. J., M. Bisgaard, and R. A. McKenzie. 1997. Characterisation of Australian
isolates of Actinobacillus capsulatus, Actinobacillus equuli, Pasteurella caballi and
Bisgaard Taxa 9 and 11. Austr. Vet. J. 75:52-55.
B lood, D. C., O. M. Radostits, J. H. Arundel, and C. C. Gay. 1989. Shigellosis of foals
(sleepy foal disease), p. 739-740. In: Veterinary Medicine, 7th ed. Balliere Tindall,
London.

Bredin, K. J. 1973. The clinical approach to some foal diseases in an Australian stud
practice. Irish Vet. J. 27:63-68.
Brewer, B. D., and A. M. Koterba. 1986. The diagnosis and treatment of equine neonatal
septicaemia. In the proceedings of: Annual Convention of the American Association of
Equine Practitioners, p 127-135.
Brewer, B. D., and A. M. Koterba. 1988. Development of a scoring system for the early
diagnosis of equine neonatal sepsis. Equine Vet. J. 20:18-22.

Brewer, B. D., and A. M. Koterba. 1990. Bacterial isolates and susceptibility patterns in
foals in a neonatal intensive care unit. Comp. Cont. Educ. Pract. Vet. 12:1773-1781.

47

B rive, C., M. Barthelemy, D. H. Bouanchaud, and R. Labia. 1977. Microheterogeneite en
electrofocalisation analytique de p-lactamases d'origine plasmidique. Ann. Microbiol.
(Inst. Pasteur) 128:309-317.

Brown, J. F., F. Leite, and C. J. Czuprynski. 1997. Binding of Pasteurella haemolytica
leukotoxin to bovine leukocytes. Inf. Immun. 65:3719-3724.
Burrows, L. L., and R. Y. C. Lo. 1992. Molecular characterization of an RTX toxin
determinant from Actinobacillus suis. Inf. Immun. 60:2166-2173.

Carman, M. G., and R. T. Hodges. 1982. Actinobacillus suis infection of horses. N. Z.
Vet. J. 30:82-84.
Carpenter, T. E., K. P. Snipes, R. W. Kasten, D. W. Hird, and D. C. Hirsh. 1991.
Molecular epidemiology of Pasteurella multocida in turkeys. Am. J. Vet. Res. 52:1345
1349.

C arr, E. A., G. P. Carlson, W. D. Wilson, and D. H. Read. 1997. Acute hemorrhagic
pulmonary infarction and necrotizing pneumonia in horses: 21 cases (1967-1993). J.
Am. Vet. Med. Assoc. 210:1774-1778.

Carter, G. K., and R. J. Martens. 1986. Septicemia in the neonatal foal. Comp. Cont.
Educ. Pract. Vet. 8:S256-S270.
Carter, P. L., R. B. Marshall, and R. D. Jolly. 1971. A haemolytic variant of
Actinobacillus equuli causing an acute septicaemia in a foal. N. Z. Vet. J. 19:264-265.

Chang, Y.-F., J. Shi, S. J. Shin, and D. H. Lein. 1992. Sequence analysis of the ROB-1 0lactamase gene from Actinobacilluspleuropneumoniae. Vet. Microbiol. 32:319-325.

Chiadeck, D. W., and G. R. Ruth. 1976. Isolation of Actinobacillus lignieresi from an epi
dural abscess in a horse with progressive paralysis. J. Am. Vet. Med. Assoc. 168:64-66.
Clabough, D. L. 1988. Diseases of the equine neonate. Equine Vet. Sci. 8:5-10.
Clabough, D. L., J. F. Levine, G. L. Grant, and H. Steve Conboy. 1991. Factors associated
with failure of passive transfer of colostral antibodies in Standardbred foals. J. Vet. Int.
Med. 5:335-340.

Clinkenbeard, K. D., C. R. Clarke, R. J. Morton, R. J. Panciera, A. W. Confer, and D. A.
Mosier. 1992. Role of Pasteurella haemolytica leukotoxin in virulence and immunity in
shipping fever pneumonia. Comp. Cont. Educ. Pract. Vet. 14:1249-1259.
C ollins, M. B., D. R. Hodgson, and D. R. Hutchins. 1994. Pleural effusion associated with
acute and chronic pleuropneumonia and pleuritis secondary to thoracic wounds in
horses: 43 cases (1982-1992). J. Am. Vet. Med.Assoc. 205:1753-1758.

Costecalde, Y. 1997. Septicemie a Actinobacillus equuli associe a une persistance du
canal arteriel chez un poulain de trait breton. Point Veterinaire. 28:1405-1407.

Cottew, G. S., and J. Francis. 1954. The isolation of Shigella equuli and Salmonella
newport from normal horses. Austr. Vet. J. 30:301-304.
Czuprynski, C. J., and E. J. Noel. 1990. Influence of Pasteurella haemolytica Al crude
leukotoxin on bovine neutrophil chemiluminescence. Inf. Immun. 58:1485-1487.

Czuprynski, C. J., E. J. Noel, O. Ortiz-carranza, and S. Srikumaran. 1991. Activation of
bovine neutrophils by partially purified Pasteurella haemolytica leukotoxin. Inf.
Immun. 59:3126-3133.

48

Czuprynski, C. J. 1995. Modulation of leukocytes by exotoxins produced by HAP
organisms, p. 143-152. In: Haemophilus, Actinobacillus and Pasteurella, W. Donachie,
F. A. Lainson, and J. C. Hodgson (ed.). Plenum Press, New York.
Darien, B. J., and M. A. Williams. 1993. Possible hypercoagulation in 3 foals with
septicaemia. Equine Vet. Educ. 5:19-22.
DeBey, B. M., P. C. Blanchard, and R. L. Walker. 1996. Actinobacillus sars-like
organisms associated with septicemia in neonatal calves. J. Vet. Diagn. Invest. 8:248
250.
Deem Morris, D. 1984. bacterial infections of the newborn foal Part 1. Clinical
presentation, laboratory findings, and pathogenesis. Compend. Cont. Educ. Pract. Vet.
6:S332-S339.

Dennis, S. M. 1981. Perinatal foal mortality. Compend. Cont. Educ. Pract. Vet. 3:S206S217.
Derksen, F. J. 1983. Actinobacillosis, p. 14-17. In: Current therapy in equine medicine, N.
E. Robinson (ed.). Saunders, Philadelphia.
Devenish, J., J. Edward Brown, and S. Rosendal. 1992. Association of the RTX proteins
of Actinobacillus pleuropneumoniae with hemolytic, CAMP, and neutrophil-cytotoxic
activities. Inf. Immun. 60:2139-2142.

Dewhirst, F. E., B. J. Paster, I. Olsen, and G. J. Fraser. 1992. Phylogeny of 54
representative strains of species in the family Pasteurellaceae as determined by
comparison of 16S rRNA sequences. J. Bacteriol. 174:2002-2013.

Dewhirst, F. E. B. J. Paster, I. Olsen, and G. J. Fraser. 1993. Phylogeny of the
Pasteurellaceae as determined by comparison of 16S ribosomal ribonucleic acid
sequences. Zbl. Bakt. 279:35-44.
Dill, S. G., D. C. Simoncini, G. R. Bolton, V. T. Rendano, J. W. Crissman, J. M. King,
and B. C. Tennant. 1982. Fibrinous pericarditis in the horse. J. Am. Vet. Med. Assoc.
180:266-271.

Dimock, W. W., P. R. Edwards, and D. W. Bruner. 1947. Infections observed in equine
fetuses and foals. Cornell Vet. 37:89-99.
Doll, E. R. 1963. Actinobacillosis, p. 181-183. In: Equine Medicine & Surgery, J. F.
Bone, E. J. Catcott, A. A. Gabel, L. E. Johnson, and W. F. Riley (ed.), 1st ed. American
Veterinary Publications, Inc., Wheaton, Illinois, USA.

Dolvik, N. I., and G. Gaustad. 1995. Behandling av bakteriell leddbetennelse hos hest.
Norsk Veterinaertidsskrift. 107:509-515.
Dudan, F., H. Gerber, and S. Lazary. 1990. Immunologie du cheval, p. 549-563. In:
Immunologie animale. Medecine-Sciences Flammarion, Paris.

DuPlessis, J. L., C. M. Cameron, and E. Langeon. 1967. Focal necrotic pneumonia and
rumino-enteritis in Afrikaner calves. J. S. Afr. Vet. Med. Assoc. 38:121-128.

Eisenfeld, L., R. Ermocilla, D. Wirtschafter, and G. Cassady. 1983. Systemic bacterial
infection in neonatal deaths. Am. J. Dis. Child. 137:645-649.
Elad, D., S. Shlomovitz, M. Lampert, B. Jakobson, S. Perl, and A. Harmelin. 1988.
Actinobacillus equuli in a foal - first report in Israel. Isr. J. Vet. Med. 44:261-264.

49

Elad, D., I. Tsur, S. Shlomovitz, and U. Bargai. 1991. Actinobacillus sufr-like organism in
a mare - first report in Israel and a brief review of the literature. Isr. J. Vet. Med.
46:102-105.

Ensink, J. M., B. van Klingeren, D. J. Houwers, W. R. Klein, and A. G. Vulto. 1993. Invitro susceptibility to antimicrobial drugs of bacterial isolates from horses in the
Netherlands. Equine Vet. J. 25:309-313.
Escande, F., F. Grimont, P. A. D. Grimont, and H. Bercovier. 1984. Deoxyribonucleic
acid relatedness among strains of Actinobacillus spp. and Pasteurella ureae. Int. J. Syst.
Bacteriol. 34:309-315.
Farrelly, B. T., and M. T. L. Cronin. 1949. The problem of ''sleepy" foals - knowledge
gained at the Equine Research Station, Newmarket. Br. Racehorse. 1:112-115.
Fenwick, B. W. 1990. Virulence attributes of the liposaccharides of the HAP group
organisms. Can. J. Vet. Res. 54:S28-S32.

Fenwick, B. 1995. Liposaccharides and capsules of the HAP group bacteria, p. 75-87. In:
Haemophilus, Actinobacillus and Pasteurella, W. Donachie, F. A. Lainson, and J. C.
Hodgson (ed.). Plenum Press, New York.
Fiolka, G. 1982. Analyse der fohlenverluste in staatlich anerkannten pferdezuchtbetrieben
des bezirkes Magdeburg von 1976 bis 1980. Mh. Vet. Med. 37:869-872.
Fluge, A., A. Kruger, and R. Scherbarth. 1972. Zuchthygienische uberwachung der
hannoverschen Warmblutzucht. Deutsche Tierarztl. Wochenschr. 79:389-393.

Fodor, L., J. Varga, I. Hajtos, and F. Ratz. 1990. Characterization of Actinobacillus
strains isolated from aborted swine fetuses. Acta Vet. Hungarica. 38:225-230.

Foreman, J. H., L. L. Hungerford, S. D. Folz, W. Plowright, P. D. Rossdale, and J. F.
Wade. 1991. Transport stress-induced pneumonia: a model in young horses. In the
proceedings of: Sixth International Conference on Equine Infectious Diseases,
Cambridge, 7-11 July, p 313.
Franzen, P. 1998. Septisk artrit och osteomyelit hos föl. Svensk Veterinärtidning.
Supplement 28:19-23.

Frederiksen, W. 1973. Pasteurella taxonomy and nomenclature, p. 170-176. In:
Contributions to Microbiology and Immunology, vol. 2. Karger, Basel.
Frey, J. 1995. Exotoxins of Actinobacillus pleuropneumoniae, p. 101-113. In:
Haemophilus, Actinobacillus and Pasteurella, W. Donachie, F. A. Lainson, and J. C.
Hodgson (ed.). Plenum Press, New York.
Frey, J., P. Kuhnert, L. Villiger, and J. Nicolet. 1996. Cloning and characterization of an
Actinobacillus pleuropneumoniae outer membrane protein belonging to the family of
PAL lipoproteins. Res. Microbiol. 147:351-361.
Gay, C. C., and P. M. Lording. 1980. Peritonitis in horses associated with Actinobacillus
equuli. Austr. Vet. J. 56:296-300.
Golenz, M. R., B. S. Kuesis, and G. P. Carlson. 1994. Intraosseous infusion of fluids and
medications to a neonatal foal with septicemia: a case report. J. Equine Vet. Sci.
14:152-154.

Golland, L. C., D. R. Hodgson, J. L. Hodgson, M. A. Brownlow, D. R. Hutchins, R. J.
Rawlinson, M. B. Collins, S. A. McClintock, and A. L. Raisis. 1994. Peritonitis

50

associated with Actinobacillus equuli in horses: 15 cases (1982-1992). J. Am. Vet. Med.
Assoc. 205:340-343.
Gunning, O. V. 1947. Joint-ill in foals (pyosepticaemia). Vet. J. 103:46-67.

Harboume, J. F., N. S. Mair, and S. G. Keighley. 1978. Isolation of Actinobacillus suis
from a colt. Br. Vet. J. 134:122-127.
Hartmann, L., W. Schroder, and A. Lubke-Becker. 1996. Serological and biochemical
properties of the major outer membrane protein within strains of the genus
Actinobacillus. Zentralbl. Bakteriol. 284:255-262.
Hillyer, M. H., T. S. Mair, and J. R. Holmes. 1990. Treatment of bacterial endocarditis in
a Shire mare. Equine Vet. Educ. 2:5-7.

Hoffman, A. M., L. Viel, and J. F. Prescott. 1998. Incidence of lower respiratory
disorders in large weanling farms: a review. In the proceedings of: Eighth International
Conference on Equine Infectious Diseases, Dubai, 23-26 March, p 95-98.
Holm, A., P. Rabe, S. Kalfas, and S. Edwardsson. 1987. Improved selective culture media
for Actinobacillus actinomycetemcomitans and Haemophilus aphrophilus. J. Clin.
Microbiol. 25:1985-1988. ’

Holmes, M. A., and D. P. Lunn. 1991. A study of bovine and equine immunoglobulin
levels in pony foals fed bovine colostrum. Equine Vet. J. 23:116-118.
Holt, J. G., N. R. Krieg, P. H. A. Sneath, J. T. Staley, and S. T. Williams. 1994. Genus
Actinobacillus, In: Bergey’s Manual of Determinative Bacteriology, 9th ed. Williams &
Wilkins, Baltimore.

Hosli, J. 1977. Perinatale fohlensterblichkeit. Eine untersuchung uber die todesursachen
bei fohlen in der Schweiz. Schweiz. Arch. Tierheilk. 119:103-110.
Hughes, K. L. 1972. Haemolytic strains of Actinobacillus equuli. N. Z. Vet. J. 20:102.
Inzana, T. J. 1990. Capsules and virulence in the HAP group of bacteria. Can. J. Vet. Res.
54:S22-S27.

Jang, S. S., E. L. Biberstein, and D. C. Hirsh. 1985. Actinobacillus swzs-like organisms in
horses. In the proceedings of: 66th Annual Meeting of the Conference of Research
Workers in Animal Disease, Chicago, 11-12 November, p 34.
Jang, S. S., E. L. Biberstein, and D. C. Hirsh. 1987. Actinobacillus suis-like organisms in
horses. Am. J. Vet. Res. 48:1036-1038.

Jeffcott, L. B. 1971. Duration of permeability of the intestine to macromolecules in the
newly-born foal. Vet. Rec.:340-341.
Jeffcott, L. B. 1974a. Some practical aspects of the transfer of passive immunity to
newborn foals. Equine Vet. J. 6:109-115.
Jeffcott, L. B. 1974b. Studies on passive immunity in the foal, I. y-globulin and antibody
variations associated with the maternal transfer of immunity and the onset of active
immmunity. J. Comp. Pathol. 84:93-101.

Jeffcott, L. B. 1974c. Studies on passive immunity in the foal, II. The absorption of 125Ilabelled PVP (polyvinyl pyrrolidone) by the neonatal intestine. J. Comp. Pathol.
84:279-287.
Jeffcott, L. B. 1975. The transfer of passive immunity to the foal and its relation to
immune status after birth. J. Reprod. Fert. 23(Suppl.):727-733.
51

Johansson, K.-E., and H. Wroblewski. 1983. Characterization of membrane proteins by
crossed immunoelectrophoresis, p. 257-267. In: Methods in Mycoplasmology, S. Razin
and J. G. Tully (ed.), vol. 1. Academic Press, London.

Johnstone, A., and R. Thorpe. 1982. Immunochemistry in Practice. Blackwell Scientific
Publications, Oxford.
Jones, J. E., and J. R. Simmons. 1971. Endocarditis in the pig caused by Actinobacillus
equuli: a field and an experimental case. Br. Vet. J. 127:25-29.

Jones, J. E. T. 1980. Bacterial endocarditis in the pig with special reference to
streptococcal endocarditis. J. Comp. Pathol. 90:11-28.
Juteau, J.-M., M. Sirois, A. A. Medeiros, and R. C. Levesque. 1991. Molecular
distribution of ROB-1 |3-lactamase in Actinobacillus pleuropneumoniae. Antimicrob.
Agents Chemother. 35:1397-1402.

Kado, C. I., and S.-T. Liu. 1981. Rapid procedure for detection and isolation of large and
small plasmids. J. Bacteriol. 145:1365-1373.
Kamada, M., T. Kumanomido, T. Kanemaru, T. Yoshihara, Y. Tomioka, M. Kaneko, H.
Senba, and H. Ohishi. 1985. Isolation of Actinobacillus equuli from neonatal foals with
death in colostrum-deficiency or failure of maternal immunity transfer. Bull. Equine
Res. Inst. No. 22:38-42.

Kanemaru, T_, M. Kaneko, M. A. Oikawa, T. Yoshihara, and Y. Tomioka. 1985.
Macroscopical examination of pulmonary lesions in foals. Bull. Equine Res. Inst. No.
22:48-52.
Kanoe, M., T. Hirabayashi, T. Anzai, H. Imagawa, and Y. Tanaka. 1988. Isolation of
obligate anaerobic and some other bacteria from equine purulent lesions. Br. Vet. J.
144:374-378.

Kim, B. H. 1976. Studies on Actinobacillus equuli. Thesis. University of Edinburgh.
Kim, B. H., J. E. Phillips, and J. G. Atherton. 1976. Actinobacillus suis in the horse. Vet.
Rec. 98:239.
King, J. M. 1991. Equine actinobacillosis (shigellosis). Vet. Med. 86:582.
Kirby, S. D., J. A. Ogunnariwo, and A. B. Schryvers. 1995. Receptor-mediated iron
acquisition from transferrin in the Pasteurellaceae, p. 115-127. In: Haemophilus,
Actinobacillus and Pasteurella, W. Donachie, F. A. Lainson, and J. C. Hodgson (ed.).
Plenum Press, New York.
Knight, H. D. 1978. Infectious diseases of the newborn foal. In the proceedings of: 24th
Annual Convention of the American Association of Equine Practitioners, St. Louis, p
433-447.

Kohn, C. W., D. Knight, W. Hueston, R. Jacobs, and S. M. Reed. 1989. Colostral and
serum IgG, IgA, and IgM concentrations in Standardbred mares and their foals at
parturition. J. Am. Vet. Med. Assoc. 195:64-67.

Kolodrubetz, D., T. Dailey, J. Ebersole, and E. Kraig. 1989. Cloning and expression of
the leukotoxin gene from Actinobacillus actinomycetemcomitans. Inf. Immun. 57:1465
1469.
Koterba, A. M., B. D. Brewer, and F. A. Tarplee. 1984. Clinical and clinicopathological
characteristics of the septicaemic neonatal foal: Review of 38 cases. Equine Vet. J.
16:376-383.

52

Koterba, A. M. 1987. Neonatal infection. In the proceedings of: The mare and the foal:
Ninth Bain-Fallon memorial lectures, Sydney, 6-9 August, p 164-170.
Kiihn, I. 1985. Biochemical fingerprinting of Escherichia coli: a simple method for
epidemiological investigations. J. Microbiol. Methods. 3:159-170.

Kuhnert, P., B. Heyberger-Meyer, A. P. Bumens, J. Nicolet, and J. Frey. 1997. Detection
of RTX toxin genes in Gram-negative bacteria with a set of specific probes. Appl.
Environ. Microbiol. 63:2258-2265.
Labia, R., M. Barthelemy, and J. M. Masson. 1976. Multiplicite de p lactamases: un
probieme d’isoenzymes? C. R. Acad. Sc. Paris, Serie D. 283:1597-600.

Labia, R., and M. Barthelemy. 1977. Problemes de la determination des points
isoelectriques des p lactamases. C. R. Acad. Sc. Paris, Serie D. 284:1729-1732.
Laudien, L. 1923. Kotuntersuchungen bei Pferden auf die Anwesenheit des Bacterium
pyosepticum viscosum equi und von Paradotyphusbazillen. Thesis. Hannover.

Lavoie, J. P., J. E. Madigan, J. S. Cullor, and W. E. Powell. 1990. Haemodynamic,
pathological, haematological and behavioural changes during endotoxin infusion in
equine neonates. Equine Vet. J. 22:23-29.
Lavoie, J. P., L. Couture, R. Higgins, and S. Laverty. 1991. Aerobic bacterial isolates in
horses in a university hospital, 1986-1988. Can. Vet. J. 32:292-294.
LeBlanc, M. M., T. Tran, J. L. Baldwin, and E. L. Pritchard. 1992. Factors that influence
passive transfer of immunoglobulins in foals. J. Am. Vet. Med. Assoc. 200:179-183.

Lentsch, R. H., and J. E. Wagner. 1980. Isolation of Actinobacillus lignieresii and
Actinobacillus equuli from laboratory rodents. J. Clin. Microbiol. 12:351-354.
Liu, I. K. M. 1980. Systemic diseases of the newborn foal. Vet. Clin. North Am. Large
Animal Pract. 2:361-375.
Livermore, D. M. 1996. Are all p-lactams created equal? Scand. J. Infect. Dis.
101(Suppl):33-43.

Lo, R. Y. C., C. A. Strathdee, and P. E. Shewen. 1987. Nucleotide sequence of the
leukotoxin genes of Pasteurella haemolytica Al. Inf. Immun. 55:1987-1996.

Lo, R. Y. C. 1990. Molecular Characterization of cytotoxins produced by Haemophilus,
Actinobacillus and Pasteurella. Can. J. Vet. Res. 54:S33-S35.

Lutzelschwab, C., A. Odeon, A. Casaro, A. Zamora, and L. Aguilar. 1987. Descripcion de
un caso de shigellosis en un potrillo. Vet. Arg. 4:161-164.
MacDonald, J., and A. N. Rycroft. 1992. Molecular cloning and expression of ptxA, the
gene encoding the 120-kilodalton cytotoxin of Actinobacillus pleuropneumoniae
serotype 2. Inf. and Immun. 60:2726-2732.

Maclnnes, J. I., and J. D. Borr. 1990. The family Pasteurellaceae'. modem approaches to
taxonomy. Can. J. Vet. Res. 54:S6-S11.
Macinnes, J. I., and N. L. Smart. 1993. Actinobacillus and Haemophilus, p. 188-200. In:
Pathogenesis of bacterial infections in animals, C. L. Gyles and C. O. Thoen (ed.), 2nd
ed. Iowa State University Press, Ames.

Madigan, J. E. 1987. Common infections of equine neonates. Vet. Med. 82:717-722.
Maheswaran, S. K., D. J. Weiss, M. S. Kannan, E. L. Townsend, K. R. Reddy, L. O.
Whiteley, and S. Srikumaran. 1992. Effects of Pasteurella haemolytica Al leukotoxin

53

on bovine neutrophils: degranulation and generation of oxygen-derived free radicals.
Vet. Immunol. Immunopathol. 33:51-68.

Marre, R., A. A. Medeiros, and A. W. Pasculle. 1982. Characterization of the beta
lactamases of six species of Legionella. J. Bacteriol. 151:216-221.
Martin, B. R., and K. A. Larson. 1973. Immune response of equine fetus to coliphage T2.
Am. J. Vet. Res. 34:1363-1364.

Maslow, J. N., A. M. Slutsky, and R. D. Arbeit.
electrophoresis to molecular epidemiology, p.
Microbiology, D. H. Persing, T. F. Smith, F.
American Society for Microbiology, Washington

1993. Application of pulsed-field gel
563-572. In: Diagnostic Molecular
C. Tenover, and T. J. White (ed.).
D.C.

Matthew, M., A. M. Harris, M. J. Marshall, and G. W. Ross. 1975. The use of analytical
isoelectric focusing for detection and identification of P-lactamases. J. Gen. Microbiol.
88:169-178.
Matthew, M., and A. M. Harris. 1976. Identification of p-lactamases by analytical
isoelectric focusing: correlation with bacterial taxonomy. J. Gen. Microbiol. 94:55-67.
Maxson, A. D., and V. B. Reef. 1997. Bacterial endocarditis in horses: ten cases (1994
1995). Equine Vet. J. 29:394-399.

Mayer, H. 1981. Actinobacillus, p. 595-626. In: Handbuch der bakteriellen Infektionen
bei Tieren. Band III, H. Blobel and T. Schliesser (ed.), vol. III. Gustav Fischler Verlag,
Stuttgart.
McGuire, T. C., and T. B. Crawford. 1973. Passive immunity in the foal: measurement of
immunoglobulin classes and specific antibody. Am. J. Vet. Res. 34:1299-1302.

McGuire, T. C., T. B. Crawford, A. L. Hallowell, and L. E. Macomber. 1977. Failure of
colostral immunoglobulin transfer as an explanation for most infections and deaths of
neonatal foals. J. Am. Vet. Med. Assoc. 170:1302-1304.
Medeiros, A. A., R. Levesque, and G. A. Jacoby. 1986. An animal source for the ROB-1
P-lactamase of Haemophilus influenzae type b. Antimicrob. Agents Chemother.
29:212-215.

Menestrina, G., C. Moser, S. Pellet, and R. Welch. 1994. Pore-formation by Escherichia
coli hemolysin (HlyA) and other members of the RTX toxins family. Toxicology.
87:249-267.
Miller, W. C. 1950. Foal diseases - two years' survey. Br. Racehorse. 2:391-393.

Mohan, K.., P. Muvavarirwa, and A. Pawandiwa. 1997. Strains of Actinobacillus spp.
from diseases of animals and ostriches in Zimbabwe. Onderstepoort J. Vet. Res.
64:195-199.

Molenda, J., A. Czajkowska, and Z. Soltysiak. 1992. Actinobacillus equuli causes
septicaemia in a foal. Medycyna Weterynaryjna. 48:20-21.
Morgan, D. O., J. T. Bryans, and R. E. Mock. 1975. Immunoglobulins produced by the
antigenized equine fetus. J. Reprod. Fert. 23(Suppl.):735-738.

Morris, D. D., G. Gaulin, P. J. Strzemienski, and P. Spencer. 1987. Assessment of
neutrophil migration, phagocytosis and bactericidal capacity in neonatal foals. Vet.
Immunol. Immunopathol. 16:173-184.

Mraz, O. 1983. Revaluation of differentiation features in the group PasteurellaActinobacillus. Acta Vet. Brno. 52:77-82.
54

Mutters. 1984. Phenotypic differentiation of Pasteurella sensu stricto and the
Actinobacillus group. Eur. J. Clin. Microbiol. 3:225-229.

Möllby, R., I. Kuhn, and M. Katouli. 1993. Computerised biochemical fingerprinting - a
new tool for typing bacteria. Rev. Med. Microbiol. 4:231-241.
Nelson, K. M., B. J. Darien, D. M. Konkle, and F. A. Hartmann. 1996. Actinobacillus suis
septicaemia in two foals. Vet. Rec. 138:39-40.

Nicolet, J. 1990. Overview of the virulence attributes of the HAP-group of bacteria. Can.
J. Vet. Res. 54:S12-S15.

Norcross, N. L. 1982. Secretion and composition of colostrum and milk. J. Am. Vet. Med.
Assoc. 181:1057-1059.
Okolo, M. I. O. 1987. Outbreak of Actinobacillus equuli infection in neonatal piglets.
Microbios Letters. 35:7-11.
Olsen, G. J., and C. R. Woese. 1993. Ribosomal RNA: a key to phylogeny. FASEB J.
7:113-123.
Olsson Liljequist, B., K. Dombusch, and C. E. Nord. 1980. Characterization of three
different P-lactamases from the Bacteroides fragilis group. Antimicrob. Agents
Chemother. 18:220-225.

Osbaldiston, G. W., and R. D. Walker. 1972. Enteric actinobacillosis in calves. Cornell
Vet. 62:364-371.

O sburn, B. I., N. J. MacLachlan, and T. G. Terrell. 1982. Ontogeny of the immune
system. J. Am. Vet. Med. Assoc. 181:1049-1051.
Papparella, S., F. Roperto, and A. Troncone. 1987. Mortalita perinatale negli equini.
Quadri anatomo-istopatologici in corso di setticemia da Actinobacillus spp. Acta Med.
Vet. 33:33-41.
Pedersen, K. B. 1977. Actinobacillus infektioner hos svin. Nord. Vet.-Med. 29:137-140.

P eel, M. M., K. A. Homidge, M. Luppino, A. M. Stacpoole, and R. E. Weaver. 1991.
Actinobacillus spp. and related bacteria in infected wounds of humans bitten by horses
and sheep. J. Clin. Microbiol. 29:2535-2538.
Penzhom, B. L. 1984. Observations on mortality of free-ranging Cape mountain zebras
Equus zebra zebra. S. Afr. J. Wildl. Res. 14:89-90.

Peremans, K., F. Verschooten, A. d. Moor, P. Desmet, and A. De Moor. 1991.
Monoarticular infectious arthritis in the horse: 34 cases. J. Equine Vet. Sci. 11:27-32.

P erryman, L. E., T. C. McGuire, and R. L. Torbeck. 1980. Ontogeny of lymphocyte
function in the equine fetus. Am. J. Vet. Res. 41:1197-1200.
Philippon, A., B. Joly, D. Reynaud, G. Paul, J. L. Martel, D. Sirot, R. Cluzel, and P.
Nevot. 1986. Characterization of a p-lactamase from Pasteurella multocida. Ann. Inst.
Pasteur/Microbiol. 137 A:153-158.

Philips, J. E. 1984. Genus Actinobacillus, p. 570-575. In: Bergey's Manual of Systematic
Bacteriology, N. R. Krieg (ed.), vol. 1. Williams & Wilkins, Baltimore.
Phillips, J. E. 1992. The genus Actinobacillus, p. 3342-3351. In: The Prokaryotes. A
handbook on the biology of bacteria: ecophysiology, isolation, identification,
applications, A. Balows, H. G. Truper, M. Dworkin, W. Harder, and K. H. Schleifer
(ed.), 2nd ed, vol. 4. Springer Verlag, New York.

55

Platt, H. 1973. Etiological aspects of perinatal mortality in the thoroughbred. Equine Vet.
J. 5:116-120.
Platt, H. 1973. Septicaemia in the foal. A review of 61 cases. Br. Vet. J. 129:221-229.
Platt, H. 1975. Infection of the horse fetus. J. Reprod. Fert. (Suppl) 23:605-610.
Platt, H. 1977. Joint-ill and other bacterial infections on Thoroughbred studs. Equine Vet.
1.9:141-145.
“

P opovic, T., C. A. Bopp, O. Olsvik, and J. A. Kiehlbauch. 1993. Ribotyping in molecular
epidemiology, p. 573-583. In: Diagnostic molecular microbiology, principles and
applications, D. H. Persing, T. F. Smith, F. C. Tenover, and T. J. White (ed.). American
Society for Microbiology, Washington, D. C.

Poyade-Alvarado, A., and M. Marcoux. 1993. Arthrite septique et osteomyelite d'origine
hematogene chez le poulain: 39 cas (1985 1989). Pratique Vet. Equine. 25:275-280.
Prickett, M. E. 1970. Abortion and placental lesions in the mare. J. Am. Vet. Med. Assoc.
157:1465-1470.
Q uinn, P. J., M. E. Carter, B. Markey, and G. R. Carter. 1994. Actinobacillus species,
p. 248-253. In: Clinical Veterinary Microbiology. Wolfe Publishing, Mosby - Year
Book Europe Ltd, London.
Radnai, I. 1976. Mass incidence of a disease in foals following feeding of barley straw
contaminated with fungi. Magyar Allatorvosok Lapja. 31:245-247.

R aidal, S. L., D. N. Love, and G. D. Bailey. 1995. Inflammation and increased numbers
of bacteria in the lower respiratory tract of horses within 6 to 12 hours of confinement
with the head elevated. Austr. Vet. J. 72:45-50.

Raisis, A. L., J. L. Hodgson, and D. R. Hodgson. 1996. Equine neonatal septicaemia: 24
cases. Austr. Vet. J. 73:137-140.
Richard, P., J. Caillon, H. B. Drugeon, and F. Escande. 1991. Pneumopathie humaine a
Actinobacillus equuli. Med. Mal. Infect. 21:654-656.

Robinson, J. A., G. K. Allen, E. M. Green, W. H. Fales, W. E. Loch, and C. G. Wilkerson.
1993. A prospective study of septicaemia in colostrum-deprived foals. Equine Vet. J.
25:214-219.

Rosendal, S., J. Devenish, J. I. Maclnnes, J. H. Lumsden, S. Watson, and H. Xun. 1988.
Evaluation of heat-sensitive, neutrophil-toxic, and hemolytic activity of Haemophilus
(Actinobacillus') pleuropneumoniae. Am. J. Vet. Res. 49:1053-1058.

Rossdale, P. D. 1972. Differential diagnosis and treatment of equine neonatal disease.
Vet. Rec. 91:581-587.
Rossdale, P. D. 1972. Modem concepts of neonatal disease in foals. Equine Vet. J. 4:117
128.
Rossdale, P. D., and D. Leadon. 1975. Equine neonatal disease: A review. J. Reprod. Fert.
23(Suppl):685-690.

R oussel, A. J., and T. R. Kasari. 1989. Bacterial endocarditis in large animals. Part II.
Incidence, causes, clinical signs, and pathologic findings. Comp. Cont. Educ. Pract.
Vet. 11:769-774.
“
'
Rycroft, A. N., and D. J. Taylor. 1987. Preparation and characterisation of envelope
proteins from Haemophilus pleuropneumoniae. Vet. Microbiol. 15:303-314.

56

Rycroft, A. N., D. Williams, J. M. Cullen, and J. Macdonald. 1991. The cytotoxin of
Actinibacillus pleuropneumoniae (pleurotoxin) is distinct from the haemolysin and is
associated with a 120 kDa polypeptide. J. Gen. Microbiol. 137:561-568.

Rycroft, A. N., A. Woldeselassie, P. J. Gordon, and A. Bjomson. 1998. Serum antibody in
equine neonatal septicaemia due to Actinobacillus equuli. Vet. Rec. 143:254-255.
S aikku, A., E. Koskinen, and M. Sandholm. 1989. Sequential changes of IgG and
antitrypsin in different compartments during the colostral-intestinal transfusion of
immunity to the newborn foal. J. Vet. Med. B. 36:391-396.

S aino, Y., F. Kobayashi, M. Inoue, and S. Mitsuhashi. 1982. Purification and properties
of inducible penicillin 0-lactamase isolated from Pseudomonas maltophilia.
Antimicrob. Agents Chemother. 22:564-570.
S akazaki, R., E. Yoshizaki, K. Tamura, and S. Kuramochi. 1984. Increased frequency of
isolation of Pasteurella and Actinobacillus species and related organisms. Eur. J. Clin.
Microbiol. 3:244-248.
S amitz, E. M., and E. L. Biberstein. 1991. Actinobacillus sais-like organism and evidence
of hemolytic strains of Actinobacillus lignieresii in horses. Am. J. Vet. Res. 52:1245
1251.
Schmidt, T. M. 1994. Fingerprinting bacterial genomes using ribosomal RNA genes and
operons. Methods Mol. Cell. Biol. 5:3-12.

Schwartz, W. L. 1986. Systemic actinobacillosis of swine. Southwest. Vet. 37:106-107.

S eward, R. J., B. Ehrenstein, H. J. Grundmann, and K. J. Towner. 1997. Direct
comparison of two commercially available computer programs for analysing DNA
fingerprinting gels. J. Med. Microbiol. 46:314-320.
Shideler, R. K., and A. Kelly. 1976. Foal septicemia (a case report). Vet. Med. Small
Animal Clin. 71:1465-1468.

Simpson, E. H. 1949. Measurement of diversity. Nature. 163:688.
Simpson, W., and D. J. C. Simmons. 1980. Two Actinobacillus species isolated from
laboratory rodents. Lab. Animals. 14:15-16.
Sneath, P. H. A., and R. R. Sokal. 1973., p. 230-234. In: Numerical Taxonomy. W.H.
Freeman & Co., San Fransisco, California, USA.
Sneath, P. H. A., and M. Stevens. 1985. A numerical taxonomic study of Actinobacillus,
Pasteurella and Yersinia. J. Gen. Microbiol. 131:2711-2738.

Snipes, K. P., D. C. Hirsh, R. W. Kasten, L. M. Hansen, D. W. Hird, T. E. Carpenter, and
R. H. McCapes. 1989. Use of an rRNA probe and restriction endonuclease analysis to
fingerprint Pasteurella multocida isolated from turkeys and wildlife. J. Clin. Microbiol.
27:1847-1853.

Snipes, K. P., R. W. Kasten, M. A. Wild, M. W. Miller, D. A. Jessup, R. L. Silflow, W. J.
Foreyt, and T. E. Carpenter. 1992. Using ribosomal RNA gene restriction patterns in
distinguishing isolates of Pasteurella haemolytica from bighorn sheep (Ovis
canadensis). J. Wildl. Dis. 28:347-354.

Snyder, J. R., J. R. Pascoe, and D. C. Hirsh. 1987. Antimicrobial susceptibility of
microorganisms isolated from equine orthopedic patients. Vet. Surgery. 16:197-201.

57

Stackenbrandt, E., and B. M. Goebel. 1994. Taxonomic note: a place for DNA-DNA
reassociation and 16S rRNA sequence analysis in the present species definition in
bacteriology. Int. J. Syst. Bacteriol. 44:846-849.

Sternberg, S. 1998. Actinobacillus equuli isolated from Swedish horses. In the
proceedings of: Eight International Conference on Equine Infectious Diseases, Dubai,
23-26 March, p 583.

Stevens, P., and C. Czuprynski. 1995. Dissociation of cytolysis and monokine release by
bovine mononuclear phagocytes incubated with Pasteurella haemolytica partially
purified leukotoxin and lipopolysaccharide. Can. J. Vet. Res. 59:110-117.
Stick, J. A., and C. Boles. 1980. Subepiglottic cyst in three foals. J. Am. Vet. Med. Assoc.
177:62-64.
Strathdee, C. A., and R. Y. C. Lo. 1987. Extensive homology between the leukotoxin of
Pasteurella haemolytica Al and the alpha-hemolysin of Escherichia coli. Inf. Immun.
55:3233-3236.
S trathdee, C. A., and R. Y. C. Lo. 1989. Cloning, nucleotide sequence, and
characterisation of genes encoding the secretion function of the Pasteurella
haemolytica leukotoxin determinant. J. Bacteriol. 171:916-928.
S utton, G. A., L. Viel, P. S. Carman, and B. L. Boag. 1998. Pathogenesis and clinical
signs of equine herpesvirus-1 in experimentally infected ponies in vivo. Can. J. Vet.
Res. 62:49-55.
Szazados, I. 1991. Meat inspection of endocarditis cases (pigs, cattle). Magyar
Allatorvosok Lapja. 46:27-43.

Thein, P. 1981. Zur Prophylaxe der Fohlenlahme. Prakt. Tierarzt. 62:616-619.
T imoney, J. F., J. H. Gillespie, F. W. Scott, and J. E. Barlough. 1988. The Genus
Actinobacillus, p. 125-131. In: Hagan and Bruner's Microbiology and Infectious
Diseases of Domestic Animals, 8th ed. Cornell university Press, Ithaca, New York.
Tizard, I. R. 1996. Immunity in the fetus and newborn, p. 237-250. In: Veterinary
immunology - An Introduction, 5th ed. W. B. Saunders Company, Philadelphia.

Todhunter, R. J., C. M. Brown, and R. Stickle. 1985. Retropharyngeal infections in five
horses. J. Am. Vet. Med. Assoc. 187:600-604.
T sai, C.-C., B. J. Shenker, J. M. DiRienzo, D. Malamud, and N. S. Taichman. 1984.
Extraction and isolation of a leukotoxin from Actinobacillus actinomycetemcomitans
with polymyxin B. Inf. Immun. 43:700-705.
V aissaire, J., E. Plateau, and C. Collobert-Laugier. 1986. Emergence de bacteries dites
saphrophytes des genres Aeromonas, Enterobacter (Erwinia) et Serratia dans les
avortements bacteriens chez lajument. Bull. Acad. Vet. de France. 59:113-122.

V aissaire, J., C. Collobert-Laugier, D. Baroux, and E. Plateau. 1987. L'actinobacillose
(shigelloses) du poulain. Importance de 1'affection. Bull. Acad. Vet. de France. 60:385
391.
V aissaire, J., C. Collobert-Laugier, D. Baroux, and E. Plateau. 1988. L'actinobacillose
equine (shigellose). Importance de 1'affection en France. In the proceedings of: Quoi de
neuf en matiere d'etudes et de recherches sur le cheval? 14e joumeee d'etude, Paris,
France, 9th of March, p 142-148.

58

V allee, A., R. Tinelli, J. C. Guillon, A. Le Priol, and T. Cuong. 1974. Etude d'un
Actinobacillus isole chez un cheval. Recueil Med. Vet. 150:695-700.
van Alphen, L. 1995. Adhesin-receptor interactions by Haemophilus influenzae and other
bacteria from the HAP group, p. 89-99. In: Haemophilus, Actionobacillus and
Pasteurella, W. Donachie, F. A. Lainson, and J. C. Hodgson (ed.). Plenum Press, New
York.
van Duijkeren, E., M. M. Sloet van Oldruitenborgh-Oosterbaan, A. G. Vulto, B. G. F.
Kessels, A. S. J. P. A. M. van Miert, and H. J. Breukink. 1995. Pharmacokinetics and
therapeutic potential for repeated oral doses of trimethoprim/sulphachlorpyridazine in
horses. Vet. Rec. 137:483-486.
van Leengoed, L. A., E. M. Kamp, and J. M. A. Pol. 1989. Toxicity of Haemophilus
pleuropneumoniae to porcine lung macrophages. Vet. Microbiol. 19:337-349.
van Ostaaijen, J., J. Frey, S. Rosendal, and J. I. Maclnnes. 1997. Actinobacillus suis
strains isolated from healthy and diseased swine are clonal and carry apxICABD var.
suis and apxIICA var. suis toxin genes. J. Clin. Microbiol. 35:1131-1137.
van Steenbergen, T. J. M., C. J. Bosch-Tijhof, A. J. van Winkelhoff, R. Gmur, and J. de
Graaff. 1994. Comparison of six typing methods for Actinobacillus
actinomycetemcomitans. J. Clin. Microbiol. 32:2769-2774.

W ard, C. L., J. L. N. Wood, S. B. Houghton, J. A. Mumford, and N. Chanter. 1998.
Actinobacillus and Pasteurella species isolated from horses with lower airway disease.
Vet. Rec. 143:277-279.
V arshney, J. P., and P. K. Uppal. 1993. Foal mortality in Thoroughbreds at an organized
stud farm. Indian J. Vet. Med. 13:88.
V arshney, J. P., P. K. Uppal, and N. Ahmed. 1994. Some observations on reproductive
problems in Thoroughbreds at an organized stud farm in India. Centaur Mylapore.
11:38-42.
Waterhouse, M., and C. M. Marr. 1997. Haematogenous septic arthritis of the intercarpal
joint in a Thoroughbred foal. Equine Vet. Educ. 9:21-24.

Webb, R. F., F. A. Cockram, and L. Pryde. 1976. The isolation of Actinobacillus equuli
from equine abortion. Austr. Vet. J. 52:100-101.
W elch, R. A., C. Forestier, A. Lobo, S. Pellett, W. Thomas Jr, and G. Rowe. 1992. The
synthesis and function of the Escherichia coli hemolysin and related RTX exotoxins.
FEMS Microbiol. Immunol. 105:29-36.
Werdin, R. E., J. P. Hurtgen, F. Y. Bates, and F. C. Borgwardt. 1976. Porcine abortion
caused by Actinobacillus equuli. J. Am. Vet. Med. Assoc. 169:704-706.
W etmore, P. W., J. F. Thiel, Y. F. Herman, and J. R. Harr. 1963. Comparison of selected
Actinobacillus spp. with a haemolytic variety of Actinobacillus from irradiated swine. J.
Inf. Dis. 113:186-194.

Whitford, H. W. 1976. Actinobacillus equuli infections in foals. Southwest. Vet. 29: 248
249.
Whitwell, K. E. 1980. Investigations into fetal and neonatal losses in the horse. Vet. Clin.
North Am. Large Animal Pract. 2:313-331.
Wichtel, M. G., K. L. Anderson, T. V. Johnson, U. Nathan, and L. Smith. 1991. Influence
of age on neutrophil function in foals. Equine Vet. J. 23:466-469.
59

Wilson, M. E. 1985. Effects of bacterial endotoxins on neutrophil function. Rev. Inf. Dis.
7:404-418.
Wilson, W. D., and J. E. Madigan. 1989. Comparison of bacteriologic culture of blood
and necropsy specimens for determining the cause of foal septicemia: 47 cases (1978
1987). J. Am.Vet. Med. Assoc. 195:1759-1763.
Wood, A. R., F. A. Lainson, F. Wright, G. D. Baird, and W. Donachie. 1995. A native
plasmid of Pasteurella haemolytica serotype Al: DNA sequence analysis and
investigation of its potential as a vector. Res. Vet. Sci. 58:163-168.
Wood, J. L. N., J. R. Newton, N. Chanter, J. A. Mumford, H. G. G. Townsend, K. H.
Lakhani, S. M. Gower, M. H. Burrell, R. C. Pilsworth, M. Shepherd, R. Hopes, D.
Dugdale, B. M. B. Herinckx, J. P. M. Main, H. M. Windsor, and G. D. Windsor. 1998.
A longitudinal epidemiological study of respiratory disease in racehorses: disease
definitions, prevalence and incidence. In the proceedings of: Eight International
Conference on Equine Infectious Diseases, Dubai, 23-26 March, p 64-70.

Yong, C. W., and S. Griffin. 1992. An outbreak of actinobacillosis in foals. Can. Vet. J.
33:192-193.

Z aharija, I., Z. Modric, T. Naglic, and F. Sankovic. 1979. Spontaneous infection with
Actinobacillus lignieresii in the horse: study of the first case in Croatia. Veterinarski
Arhiv. 49:105-112.
Zimmermann, V. T. 1964. Untersuchungen uber die Actinobazillose des Schweines.
Deutsche Tierarztl. Wochenschr. 71:457-461.

60

Acknowledgements
This work was financed by the Swedish Horse Race Totalisator Board (ATG) and
Agria Animal Insurance Ltd and I am very grateful for this support.
There are many people I would like to thank, but especially these:
My supervisors. Kaggen, without whose patience and valuable advice on all
things great and small some of my papers would never have been published. And
Manne, for never-failing enthusiasm and encouragement, prompt reading of all
manuscripts, and for always seeing the bright side of failed experiments. You
were both there when I needed you most.
My bosses. J. Moreno-Lopez and S.B. Svensson for teaching me how to get by in
the academic world. L-E Edqvist for not letting me give up my PhD studies.
Anders E. for still being a bacteriologist at heart. And, last but not least,
Marianne E, for constant support and encouragement and for protecting me from
some of the outside interference with my time.
My former supervisors. Mats and Pelle, for letting me do things my own pig
headed way, for teaching me such useful things as ”how to make a suitable
buffer with a suitable pH”, and showing me the importance of duplicate controls
and an optimistic mind.
Good friends and colleagues at work. Boel, for exceptional skill in the lab, and
för being almost as bad a pool player as I am. Christina, for teaching me
bacteriology in the first place and in many ways continuing to do so, and for
being the original source of inspiration for this project. Lena E, for much-needed
practical advice on how to write a thesis and get someone to print it, and for
trying to win me a new car. B-M, for bringing me to great parties I weren’t
invited to, and by sharing the problems of being a PhD student in a crumbling
department making it much easier. Ragnvi, who shared the same worries and
who taught me that real champagne is the ultimate drink. Stina E and Anna A
whose knowledge of molecular biology and patience with my ignorance in this
field helped me over many obstacles. Kalle, Laila, Solveig, Kersti, Lena B, Malin
J, Puck, Ivar, Helene, Lotta P, Desiree, Helena L, Claes F, Gittan, Anja, Malin H
and everyone else who make work at SLU and SVA more fun and less
problematic.
Library staff. Gunnel, Agneta and Ulla, for miraculously producing copies of all
the obscure references I had my heart set on.
Lab suppliers. Henrik E, Märit and, most of all, everyone in the mastitis lab,
who took pity on me and my agar plates when I wandered the corridors searching
for somewhere to conduct my experiments.
Co-authors. Uffe and Anders J, for teaching me CL and FACS and being great
company in the lab. Barbro, for finally managing to do the IEF and eventually
read the manuscript.
Colleagues and sample-takers. Lolita, Magdalena, Målfrid, and, last but
certainly not least, Suzy.
Horse owners. Erik Svenssons travcamp, Brantshammar, Gurresta, Oscarslund,
Stora Kil and Väsby stuterier, among others.
61

Good friends and more. Henrik and Maggi, Per and Elna, for being the greatest
of friends, sharing good times and helping me through the darkest moments of
my life. Lena N, Gitta and Uffe, Leif, Bettan, Chris, Märta, Stefan, Karin, Eva L,
Eva O, Sören and Maria, for friendship that’s lasted long beyond vet school. And
all the friends and colleagues who climbed the barricades with me in VMK,
doktorandrådet and FVVL
My hobby-suppliers. Stina, Ann and Helena, for bravely entrusting me with
their young horses and providing me with R & R. And Stoj, Blixten and Cassis
for not breaking my neck.
My godchildren. David, Emma and Isak, for being themselves.
My Mum and Dad. For teaching me the joy of learning and the importance of
standing up for what you believe.
My sister. Sofia, for being my best friend and greatest ally.
In memory of Margit, my ”extra grandmother”, who taught me the magic of
horse-breeding. I’m so sorry I didn’t finish in time.

When the Creator -wished to create the horse, he said to the Wind:
I shall have thee bear a being who shall carry my -worshippers. This being shall
be loved and regarded by all my slaves. It shall be feared by all -who fail to heed
my commandments. And he created the horse and said to it:
I have made thee -without equal. All the treasures of the earth lie between thine
eyes. Thou shall cast mine enemies beneath thy hooves, but my friends thou shalt
bear on thy back. This shall be the seat from which prayers ascend to me. Over
the whole earth thou shalt be fortunate and preferred before all other creatures.
In thee shall be the love of the Lord of the Earth. Thou shalt fly without wings
and conquer without sword.

The Koran

62

Acta Universitatis Agriculturae Sueciae
presents doctoral theses from the faculty of agriculture,
landscape architecture and horticulture, the faculty
of forestry and the faculty of veterinary medicine
at the Swedish University of Agricultural Sciences.
Each faculty has its own subseries, Agraria, Silvestria
and Veterinaria, respectively, with separate numbering.

ISSN 1401-6257
ISBN 91-576-5904-4

